Supplementary Table S2-1 GO analysis of mRNAs involved in biological processes.
	[bookmark: _Hlk53516488]Downregulated

	Term 
	Function
	Count
	P-value

	GO:0006954
	inflammatory response
	9
	9.11E-06

	GO:0006955
	immune response
	8
	1.57E-04

	GO:0007155
	cell adhesion
	6
	8.91E-03

	GO:0006508
	proteolysis
	6
	1.26E-02

	GO:0015701
	bicarbonate transport
	5
	6.74E-06


	Downregulated

	Term 
	Function
	Count
	P-value

	hsa04610
	Complement and coagulation cascades
	7
	7.31E-07

	hsa05150
	Staphylococcus aureus infection
	6
	4.96E-06

	hsa05142
	Chagas disease 
	6
	1.22E-04

	hsa05143
	African trypanosomiasis
	5
	1.63E-05

	hsa05144
	Rheumatoid arthritis
	4
	8.37E-03


	Upregulated

	Term 
	Function
	Count
	P-value

	GO:0006334
	nucleosome assembly
	19
	5.09E-20

	GO:0007067
	mitotic nuclear division
	15
	7.51E-10

	GO:0051301
	cell division
	14
	4.33E-07

	GO:0044267
	cellular protein metabolic process
	13
	1.45E-11

	GO:0031047
	gene silencing by RNA
	12
	1.42E-10



Supplementary Table S2-2 KEGG pathway analysis of mRNAs.
	Upregulated

	Term 
	Function
	Count
	P-value

	hsa05322
	Systemic lupus erythematosus
	23
	1.05E-22

	hsa05034
	Alcoholism
	23
	5.85E-20

	hsa05203
	Viral carcinogenesis
	13
	2.49E-07

	hsa04110
	Cell cycle
	10
	1.57E-06

	hsa05202
	Transcriptional misregulation in cancer
	8
	7.72E-04
























