Table S1: Predicted ORFs with functional annotation of phage vB_CjeM-PC10 
	ORF
	Start (bp)
	Stop (bp)
	Nucleotide length (bp)
	Amino acid length (aa)
	Predicted protein

	1
	52
	402
	351
	116
	peptidase

	2
	399
	803
	405
	134
	hypothetical protein

	3
	813
	1007
	195
	64
	hypothetical protein

	4
	1087
	1374
	288
	95
	hypothetical protein

	5
	1402
	2382
	981
	326
	DNA methylase

	6
	2419
	2907
	489
	162
	virion morphogenensis protein

	7
	2911
	5127
	2217
	738
	tail tape measure proein

	8
	5169
	5474
	306
	101
	hypothetical protein

	9
	5586
	5900
	315
	104
	tail assembly protein

	10
	5978
	6487
	510
	169
	major tail tube protein

	11
	6514
	7707
	1194
	397
	tail sheath protein 

	12
	7726
	8733
	1008
	335
	hypothetical protein

	13
	8943
	9560
	618
	205
	head tail connector

	14
	9557
	9808
	252
	83
	hypothetical protein

	15
	9819
	10985
	1167
	388
	major capsid protein

	16
	11002
	11559
	558
	185
	phage prohead protease

	17
	11645
	12514
	870
	289
	hypothetical protein

	18
	12527
	18253
	5727
	1908
	hypothetical protein

	19
	18313
	18651
	339
	112
	hypothetical protein

	20
	18643
	18858
	216
	71
	hypothetical protein

	21
	18939
	19295
	357
	118
	DNA repair protein

	22
	19292
	20272
	981
	326
	hypothetical protein

	23
	20444
	20794
	351
	116
	hypothetical protein

	24
	20795
	21337
	543
	180
	phage protein

	25
	21334
	22506
	1173
	390
	phage portal protein

	26
	22666
	23100
	435
	144
	pemK

	27
	23155
	24780
	1626
	541
	terminase large subunit

	28
	24784
	25419
	636
	211
	terminase small subunit

	29
	25679
	26020
	342
	113
	endonuclease

	30
	26007
	26267
	261
	86
	hypothetical protein

	31
	26340
	27515
	1176
	391
	integrase

	32
	27512
	27718
	207
	68
	DNA binding protein

	33
	27720
	28073
	354
	117
	hypothetical protein

	34
	28091
	28846
	756
	251
	methylase 

	35
	28824
	29090
	267
	88
	hypothetical protein

	36
	29074
	29445
	372
	123
	hypothetical protein

	37
	29446
	29670
	225
	74
	hypothetical protein

	38
	29679
	30347
	669
	222
	hypothetical protein

	39
	30377
	30691
	315
	104
	transcriptional regulator

	40
	30770
	31090
	321
	106
	hypothetical protein

	41
	31083
	31187
	105
	34
	hypothetical protein

	42
	31477
	31713
	237
	78
	transcriptional regulator

	43
	31847
	32494
	648
	215
	RioG

	44
	32511
	32627
	117
	38
	hypothetical protein

	45
	32632
	32862
	231
	76
	hypothetical protein

	46
	32828
	33091
	264
	87
	hypothetical protein

	47
	33148
	33435
	288
	95
	YopX

	48
	33488
	33988
	501
	166
	antirepressor

	49
	33994
	34218
	225
	74
	antirepressor

	50
	34649
	34933
	285
	94
	hypothetical protein

	51
	34930
	35133
	204
	67
	hypothetical protein

	52
	35347
	35730
	384
	127
	repressor

	53
	35734
	36051
	318
	105
	hypothetical protein

	54
	35990
	37033
	1044
	347
	hypothetical protein

	55
	37043
	37663
	621
	206
	hypothetical protein

	56
	37665
	39443
	1779
	592
	NTPase

	57
	39613
	40032
	420
	420
	hypothetical protein

	58
	40094
	40552
	459
	152
	DUF5675

	59
	40601
	41905
	1305
	434
	hypothetical protein

	60
	41881
	42252
	372
	123
	DUF1353

	61
	42242
	42706
	465
	154
	hypothetical protein

	62
	42703
	43338
	636
	211
	DUF4376

	63
	43351
	43800
	450
	149
	hypothetical protein

	64
	43802
	45367
	1566
	521
	hypothetical protein

	65
	45360
	45992
	633
	210
	hypothetical protein

	66
	45989
	46306
	318
	105
	head tail connector

	67
	46319
	46468
	150
	49
	head tail connector

	68
	46702
	47082
	381
	126
	hypothetical protein

	69
	47075
	47539
	465
	154
	hypothetical protein

	70
	47536
	47916
	381
	126
	DUF1353

	71
	47919
	48101
	183
	60
	hypothetical protein

	72
	48101
	48583
	483
	160
	hypothetical protein

	73
	48613
	48762
	150
	49
	DUF4376

	74
	48985
	49140
	156
	51
	DUF1353

	75
	49137
	49643
	507
	168
	DUF4376

	76
	49668
	50699
	1032
	343
	tail protein

	77
	50699
	51109
	411
	136
	tail protein




Table S2: Predicted ORFs with functional annotation of phage vB_CjeM-PC22

	ORF
	Start (bp)
	Stop (bp)
	Nucleotide length (bp)
	Amino acid length (aa)
	Predicted protein

	1
	36
	263
	228
	75
	hypothetical protein

	2
	569
	1465
	897
	298
	structure protein

	3
	1465
	2670
	1206
	401
	baseplate J-like protein

	4
	2663
	2989
	327
	108
	baseplate wedge protein

	5
	2992
	3678
	687
	228
	baseplate assembly protein

	6
	3671
	4537
	867
	288
	tail protein

	7
	4524
	4865
	342
	113
	hypothetical protein

	8
	4865
	5410
	546
	181
	hypothetical protein

	9
	5411
	6955
	1545
	514
	tail tape measure protein

	10
	6958
	7059
	102
	33
	hypothetical protein

	11
	7131
	7481
	351
	116
	hypothetical protein

	12
	7512
	7925
	414
	137
	hypothetical protein

	13
	7928
	9475
	1548
	515
	tail sheath protein

	14
	9468
	10031
	564
	187
	hypothetical protein

	15
	10024
	10404
	381
	126
	head closure knob

	16
	10397
	10855
	459
	152
	tail protein

	17
	10864
	11307
	444
	147
	head tail adaptor

	18
	11312
	11629
	318
	105
	hypothetical protein

	19
	11654
	12649
	996
	331
	major capsid protein

	20
	12662
	13189
	528
	175
	hypothetical protein

	21
	13204
	14457
	1254
	417
	hypothetical protein

	22
	14546
	14779
	234
	77
	hypothetical protein

	23
	14767
	15045
	279
	92
	hypothetical protein

	24
	15038
	15310
	273
	90
	hypothetical protein

	25
	15423
	15824
	402
	133
	hypothetical protein

	26
	15886
	16743
	858
	285
	minor capsid protein

	27
	16685
	18178
	1494
	497
	phage portal protein

	28
	18208
	19491
	1284
	427
	terminase large subunit

	29
	19600
	19785
	186
	61
	hypothetical protein

	30
	19787
	19975
	189
	62
	hypothetical protein

	31
	19972
	20634
	663
	220
	hypothetical protein

	32
	20634
	21518
	885
	294
	DNA methylase

	33
	21511
	21897
	387
	128
	hypothetical protein

	34
	22052
	22309
	258
	85
	hypothetical protein

	35
	22266
	23081
	816
	271
	recT like protein

	36
	23168
	23401
	234
	77
	hypothetical protein

	37
	23403
	23804
	402
	133
	DUF3310

	38
	23801
	23998
	198
	65
	hypothetical protein

	39
	24042
	24230
	189
	62
	hypothetical protein

	40
	24296
	24721
	426
	141
	endonuclease

	41
	24721
	25413
	693
	230
	DNA replication protein

	42
	25388
	25528
	141
	46
	hypothetical protein

	43
	25540
	25656
	117
	38
	hypothetical protein

	44
	25656
	26472
	816
	271
	exodeoxyribonuclease

	45
	26468
	26956
	489
	162
	YpoX

	46
	26953
	27159
	207
	68
	hypothetical protein

	47
	27162
	27410
	249
	82
	hypothetical protein

	48
	27466
	28332
	867
	288
	RepO

	49
	28417
	29151
	735
	244
	BRO

	50
	29663
	30043
	381
	126
	hypothetical protein

	51
	30036
	30500
	465
	154
	DUF5675

	52
	30497
	30877
	381
	126
	DUF1353

	53
	30880
	31062
	183
	60
	hypothetical protein

	54
	31062
	31544
	483
	160
	holin

	55
	31574
	32200
	627
	208
	DUF4376

	56
	32212
	32487
	276
	91
	tail protein



