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Table S1: Top 10 up-regulated genes in group I condition.	
	Gene Symbol
	Name
	Log2 Fold Change
	P-adj value

	HOXD3
	Homeobox D3
	11.05044
	2.00E-19

	LHX5
	LIM Homeobox 5
	10.08485
	1.55E-08

	HOXD-AS2
	HOXD Cluster Antisense RNA 2
	9.744959
	1.39E-16

	OR4K2
	Olfactory Receptor Family 4 Subfamily K Member 2
	9.726041
	1.22E-05

	OR4K6P
	Olfactory Receptor Family 4 Subfamily K Member 6 Pseudogene
	9.602947
	8.03E-06

	HOXD8
	Homeobox D8
	9.465974
	1.53E-19

	OR4N2
	Olfactory Receptor Family 4 Subfamily N Member 2
	9.380766
	9.19E-13

	IRX2
	Iroquois Homeobox 2 	
	9.282795
	1.04E-13

	RP13-39P12.3
	RP13-39P12.3
	9.215854
	4.96E-06

	SMCP
	UBE2Q2 Pseudogene 12
	9.085293
	2.94E-05



Table S2: Top 10 down-regulated genes in group I condition. 
	Gene Symbol
	Name
	Log2 Fold Change
	P-adj value

	CFC1
	Cryptic protein
	-7.87589
	8.71E-07

	TTR
	Transthyretin
	-6.42136
	1.41E-06

	RP11-364P22.1
	RP11-364P22.2 (Clone-based (Vega) gene)
	-5.81282
	4.56E-09

	RP11-429E11.3
	RP11-429E11.3
	-5.7228
	0.016185

	C3orf55
	Putative uncharacterized protein SLC66A1L
	-5.48642
	1.62E-06

	HNF4A
	Hepatocyte nuclear factor 4-alpha
	-5.35913
	4.52E-11

	AC005235.1
	LINC01923
	-5.34199
	1.28E-08

	CIDEA
	Lipid transferase CIDEA 	
	-5.2228
	3.19E-10

	AC012506.3
	AC012506.3
	-5.19979
	5.63E-12

	DMRT3
	Doublesex- and mab-3-related transcription factor 3
	-5.05475
	2.43E-07



Table S3: Top 10 up-regulated genes in group II condition.
	Gene Symbol
	Name
	Log2 Fold Change
	P-adj value

	TMEM26
	Transmembrane protein 26
	10.97824
	2.44E-19

	FABP5
	Fatty acid-binding protein 5
	10.73266
	1.25E-13

	METTL21B
	EEF1A lysine methyltransferase 3
	9.654567
	8.97E-06

	IL2RA
	Interleukin-2 receptor subunit alpha
	8.940255
	0.000101

	CASP4
	Caspase-4
	8.743818
	5.58E-22

	LIF
	Leukemia inhibitory factor
	7.95614
	1.56E-14

	TULP1
	Tubby-related protein 1
	7.840643
	0.000948

	AC092484.1
	Homeobox C6
	7.796576
	5.32E-20

	HOXD11
	Homeobox protein Hox-D11
	7.782704
	1.81E-09

	UBE2Q2P12
	UBE2Q2 Pseudogene 12
	7.750329
	2.51E-16




Table S4: Top 10 down-regulated genes in group II condition
	Gene Symbol
	Name
	Log2 Fold Change
	P-adj value

	AP000330.8
	Ribosomal protein L31 (RPL31) pseudogene
	-5.47488
	0.018015

	RP1-258N20.3
	OTOG (otogelin)
	-4.45757
	0.00144

	GGNBP1
	Gametogenetin Binding Protein 1
	-4.37709
	1.28E-12

	CCDC178
	Coiled-Coil Domain Containing 178
	-4.33808
	3.04E-08

	MMP10
	Matrix Metallopeptidase 10
	-4.3314
	1.55E-05

	RP11-380J14.1
	RP11-380J14.1
	-4.20136
	2.42E-07

	SLC17A8
	Vesicular glutamate transporter
	-4.11595
	1.92E-12

	GGT8P
	Gamma-Glutamyltransferase 8 Pseudogene
	-4.09659
	3.39E-14

	CDHR1
	Cadherin Related Family Member 1
	-4.05984
	1.02E-06

	DUSP8P4
	Dual Specificity Phosphatase 8 Pseudogene 2
	-3.96962
	5.09E-06



Table S5: GO biological process enriched in group -I DEGs.
	Biological Processes
	Genes enriched

	regulation of transcription by RNA polymerase II (GO:0006357)
	MAML2; SERPINE1; IKZF1; SOX2; SOX3; HOXA9; EDNRB; MCIDAS; CREB3L3; CREB3L4; MYC; HOXA3; HOXA2; SOX8; HOXA7; SOX6; HOXA6; HOXA5; SOX4; HOXA4; HES6; MEF2C; PRKCB; SOX13; ZNF705A; SOX11; EBF4; OVOL2; AR; ISL2; RFX8; SFRP2; RFX6; HOXB4; HOXB2; TP53; CASZ1; TXK; SHOX2; ARX; NEDD4L; GATA3; HELZ2; POU5F1B; PPP3R1; GALR3; HOXC4; APOE; NKX2-5; ZBED3; NKX2-2; EGR2; EGR4; BCL11A; POU6F2; PARP15; ID4; ID3; HOXD4; HOXD3; SIM2; HOXD9; HOXD8; TP73; EZH2; MESP2; BARHL1; TENM2; HNF4G; GLI2; PPP3CA; HEY1; HNF4A; HEY2; VENTX; FOXD3; ZHX2; TCF12; EN2; EN1; PROX2; BAZ1A; FOS; PAX1; TOX3; NR5A2; PAX7; NCOA7; MDFI; HMX1; DOT1L; WNT8A; ASCL1; HOXD11; HOXD10; EGFR; ARNTL2; GBX2; GSC; STAT4; ZNF462; CDKN2B; GSX1; CDKN2A; OSM; NR1H4; GRHL3; DMRT3; VAX2; POU4F1; GRIN1; F2RL1; ZNF215; PF4; RORC; ZBTB20; RORB; TNF; HOXA13; HOXA11; ZNF80; CCND1; LMO1; OSR2; MLIP; NKX6-3; ZNF560; FST; WNT5A; TBR1; LMO7; POU3F1; MYT1; TLE6; POU3F4; MYCL; ADCYAP1; MYCN; ZNF93; LMX1B; HDGFL1; ZNF311; DLX1; DLX2; NOTCH1; BHLHE22; NPAS1; NEUROD2; NEUROD4; SOHLH1; NEUROD6; ZNF300; ZNF541; BHLHA9; TFAP2A; TFAP2B; CBX2; FOXN4; EVX1; EVX2; BMP2; LHX3; GDNF; TLX1; CDK1; LHX6; SP8; LHX5; TCF3; SP9; LHX9; THRB; FHL2; SIX1; CHD5; LDB2; YBX1; FOXM1; SDR16C5; MYBL2; EMX1; TGIF2; ETV1; OLIG1; OLIG2; HAND2; MET; HLF; NLRC5; LRP5; NOD2; DLL1; AURKB; ATOH7; MUC1; ATOH8; E2F2; CRYM; HES2; E2F7; HES5; E2F8; ZNF860; DRGX; SNCA; IRX1; IRX2; TCF7L1; SKOR2; PRRX1; IRX5; IRX6; IRX3; FOXJ1; TBX5; TBX4; KLF1; KLF8; TNIP2; TNIP3


	regulation of transcription, DNA-templated (GO:0006355)
	IKZF1; SOX2; SOX3; HOXA9; CREB3L3; CREB3L4; MYC; HOXA3; HOXA2; SOX8; HOXA7; SOX6; HOXA6; HOXA5; SOX4; SAMD11; HOXA4; HES6; MEF2C; PRKCB; SOX13; ZNF705A; SOX11; EBF4; OVOL2; AR; ISL2; RFX8; SFRP2; RFX6; HOXB4; HOXB2; TP53; CASZ1; SHOX2; ARX; GATA3; NLK; POU5F1B; HOXC4; APOE; NKX2-5; NKX2-2; EGR2; EGR4; BCL11A; POU6F2; ID4; ID3; HOXD4; HOXD3; SIM2; HOXD9; HOXD8; TP73; EZH2; MESP2; BARHL1; MSTN; TGFB1I1; HNF4G; BRCA2; GLI2; HEY1; HNF4A; HEY2; CD38; VENTX; FOXD3; ZHX2; TESC; TCF12; EN2; EN1; RHOH; PROX2; BAZ1A; FOS; PAX1; TOX3; NR5A2; PAX7; IL1B; NCOA7; CRYAB; ZNF114; HMX1; ASCL1; HOXD11; HOXD10; EGFR; ARNTL2; CAMKK2; GBX2; GSC; STAT4; PAK6; CD74; GSX1; CDKN2A; NR1H4; GRHL3; DMRT3; VAX2; POU4F1; CENPF; CAMK4; ZNF215; PRDM8; NCF1; CD80; LOXL3; RORC; ZBTB20; RORB; TNF; HOXA13; HOXA11; ZNF80; OSR2; NKX6-3; ZNF560; WNT5A; F2R; TBR1; POU3F1; MYT1; POU3F4; ZNF90; MYCL; MYCN; ZNF93; LMX1B; HDGFL1; ZNF311; DLX1; BLM; DLX2; NOTCH1; BHLHE22; NPAS1; NEUROD2; NEUROD4; SOHLH1; NEUROD6; ZNF300; ZNF541; BHLHA9; TFAP2A; TFAP2B; ATP8B1; FOXN4; EVX1; EVX2; BMP2; LHX3; TLX1; LHX6; SP8; LHX5; TCF3; SP9; LHX9; ZMYND15; BNC1; CHD7; SIX1; CHD5; YBX1; FOXM1; ELAVL2; MYBL2; YWHAH; EMX1; TGIF2; RFPL1; RFPL2; NRG1; ETV1; OLIG1; OLIG2; CCNA1; HAND2; BIRC5; HLF; RGS14; LRP5; ATOH7; CDC45; TP53INP1; ATOH8; E2F2; HES2; E2F7; HES5; E2F8; ZNF860; DRGX; IRX1; IRX2; TCF7L1; RRM2; SKOR2; PRRX1; IRX5; IRX6; IRX3; FOXJ1; TBX5; TBX4; KLF1; KLF8; ZNF730

	positive regulation of transcription, DNA-templated (GO:0045893)
	NCF1; MAML2; CD80; SERPINE1; RORC; RORB; TNF; HOXA11; SOX2; SOX3; MCIDAS; CREB3L3; CREB3L4; MYC; SOX8; HOXA7; HOXA5; SOX4; LMO1; OSR2; MEF2C; NKX6-3; MLIP; F2R; WNT5A; SOX11; LMO7; POU3F1; AR; ADCYAP1; SFRP2; MYCN; RFX6; HOXB4; HOXB2; LMX1B; TP53; DLX1; BLM; CASZ1; NOTCH1; TXK; GATA3; HELZ2; PPP3R1; GALR3; HOXC4; APOE; NKX2-5; ZNF300; ZBED3; TFAP2A; TFAP2B; EGR2; EGR4; FOXN4; BMP2; LHX3; GDNF; HOXD4; TCF3; HOXD3; HOXD8; TP73; THRB; MSTN; BNC1; TGFB1I1; HNF4G; SIX1; LDB2; YBX1; FOXM1; BRCA2; GLI2; PPP3CA; HEY1; HNF4A; HEY2; CD38; MYBL2; YWHAH; VENTX; FOXD3; RFPL1; RFPL2; TESC; TCF12; ETV1; FOS; TOX3; NR5A2; HAND2; IL1B; NCOA7; MET; HLF; DOT1L; WNT8A; LRP5; NLRC5; NOD2; ASCL1; DLL1; EGFR; ARNTL2; CAMKK2; TP53INP1; ATOH8; E2F2; E2F7; HES5; E2F8; ZNF462; CD74; CDKN2B; GSX1; IRX6; IRX3; OSM; NR1H4; FOXJ1; GRHL3; TBX5; POU4F1; GRIN1; KLF1; TNIP2; TNIP3; CAMK4; F2RL1; PF4

	regulation of gene expression (GO:0010468)
	PRDM8; CSF1; RORB; TNF; SLC8A2; FGF5; SOX2; SOX3; MYC; SOX6; HOXA5; SOX4; HES6; OSR2; MEF2C; SRRM4; FBXW7; WNT5A; SOX13; SOX11; POU3F1; ATP1B1; MYT1; OVOL2; AR; OLFM1; SFRP4; STX1B; ZNF90; SFRP2; TYROBP; MYCN; SMO; ADTRP; LMX1B; TP53; CASZ1; NOTCH1; TXK; GATA3; NLK; POU5F1B; CLEC7A; STC2; APOE; DRD1; FGF22; TFAP2A; SEC16B; NDFIP2; POU6F2; FOXN4; PARP15; BMP2; GDNF; CILP; TCF3; HOXD3; EZH2; TP73; FGF10; BNC1; CHD7; SIX1; TREM2; YBX1; BRCA2; CD3E; ELAVL2; EPB41L4B; HEY1; HEY2; HMG20B; MYBL2; AMH; FEZF2; TCF19; TGIF2; TESC; RHOH; MMP8; WNT16; NR5A2; HAND2; IL1B; ESRP1; VSTM2A; ZNF114; OPRD1; LRRC19; ASCL1; CRIP1; ARNTL2; CAMK2N1; ATOH8; RNF39; PAK6; IGF2BP3; ZNF462; CD74; TCF7L1; SKOR2; NOS2; IL37; AHNAK2; TBX4; POU4F1; KLF1; NELL1; DNAJA4; CCDC3; ZNF730; PF4






Table S6: GO molecular function enriched in the group-I DEGs
	Molecular Function 
	Genes Enriched

	RNA pol II transcription regulatory region sequence-specific DNA binding (GO:0000977)
	RORC; ZBTB20; RORB; IKZF1; HOXA13; HOXA11; SOX2; SOX3; ZNF80; HOXA9; CREB3L3; CREB3L4; MYC; HOXA3; HOXA2; SOX8; HOXA7; SOX6; HOXA6; HOXA5; SOX4; HOXA4; HES6; OSR2; MEF2C; NKX6-3; ZNF560; SOX13; ZNF705A; TBR1; SOX11; EBF4; POU3F1; MYT1; POU3F4; OVOL2; AR; ZNF90; MYCL; RFX8; MYCN; RFX6; ZNF93; HOXB4; HOXB2; LMX1B; TP53; ZNF311; DLX1; DLX2; CASZ1; ARX; GATA3; BHLHE22; NPAS1; POU5F1B; NEUROD2; NEUROD4; SOHLH1; NEUROD6; HOXC4; NKX2-5; ZNF300; NKX2-2; BHLHA9; TFAP2A; TFAP2B; EGR2; EGR4; BCL11A; POU6F2; EVX1; EVX2; LHX3; TLX1; LHX6; SP8; HOXD4; LHX5; TCF3; HOXD3; SP9; HOXD9; SIM2; HOXD8; LHX9; TP73; BARHL1; MESP2; THRB; HNF4G; SIX1; FOXM1; GLI2; HEY1; HNF4A; HEY2; MYBL2; VENTX; EMX1; FOXD3; TGIF2; TCF12; EN2; EN1; ETV1; OLIG1; PROX2; FOS; OLIG2; PAX1; NR5A2; PAX7; HAND2; ZNF114; HMX1; HLF; NLRC5; ASCL1; HOXD11; HOXD10; ARNTL2; ATOH7; MUC1; GBX2; GSC; ATOH8; STAT4; E2F2; HES2; E2F7; HES5; E2F8; ZNF860; DRGX; IRX1; IRX2; TCF7L1; SKOR2; GSX1; PRRX1; IRX5; IRX6; IRX3; NR1H4; FOXJ1; DMRT3; GRHL3; TBX5; TBX4; POU4F1; VAX2; KLF1; KLF8; ZNF215; ZNF730

	cis-regulatory region sequence-specific DNA binding (GO:0000987)
	RORC; ZBTB20; RORB; IKZF1; HOXA13; HOXA11; SOX2; SOX3; HOXA9; CREB3L3; CREB3L4; MYC; HOXA3; HOXA2; SOX8; HOXA7; SOX6; HOXA6; HOXA5; SOX4; HOXA4; HES6; MEF2C; NKX6-3; SOX13; TBR1; SOX11; EBF4; POU3F1; MYT1; POU3F4; OVOL2; AR; ZNF90; MYCL; ISL2; RFX8; MYCN; RFX6; ZNF93; HOXB4; HOXB2; TP53; ZNF311; DLX1; DLX2; GATA3; BHLHE22; POU5F1B; NEUROD2; NEUROD4; SOHLH1; NEUROD6; HOXC4; NKX2-5; ZNF300; NKX2-2; TFAP2A; TFAP2B; EGR2; EGR4; BCL11A; POU6F2; FOXN4; EVX1; EVX2; TLX1; SP8; HOXD4; TCF3; HOXD3; SP9; HOXD9; TP73; MESP2; THRB; HNF4G; SIX1; GLI2; HEY1; HNF4A; HEY2; MYBL2; VENTX; EMX1; FOXD3; TGIF2; TCF12; EN2; EN1; ETV1; OLIG1; PROX2; FOS; OLIG2; PAX1; NR5A2; PAX7; ZNF114; HLF; NLRC5; ASCL1; HOXD11; HOXD10; ARNTL2; ATOH7; MUC1; GSC; ATOH8; STAT4; E2F2; HES2; E2F7; HES5; E2F8; ZNF860; IRX1; IRX2; TCF7L1; SKOR2; GSX1; PRRX1; IRX5; IRX6; IRX3; NR1H4; FOXJ1; DMRT3; GRHL3; TBX5; TBX4; POU4F1; VAX2; KLF1; KLF8; ZNF215; ZNF730

	RNA pol II cis-regulatory region sequence-specific DNA binding (GO:0000978)
	RORC; ZBTB20; RORB; IKZF1; HOXA13; HOXA11; SOX2; SOX3; HOXA9; CREB3L3; CREB3L4; MYC; HOXA3; HOXA2; SOX8; HOXA7; SOX6; HOXA6; HOXA5; SOX4; HOXA4; HES6; MEF2C; NKX6-3; SOX13; TBR1; SOX11; EBF4; POU3F1; MYT1; POU3F4; OVOL2; AR; ZNF90; MYCL; RFX8; MYCN; RFX6; ZNF93; HOXB4; HOXB2; TP53; ZNF311; DLX1; DLX2; GATA3; BHLHE22; POU5F1B; NEUROD2; NEUROD4; SOHLH1; NEUROD6; HOXC4; NKX2-5; ZNF300; NKX2-2; TFAP2A; TFAP2B; EGR2; EGR4; BCL11A; POU6F2; EVX1; EVX2; TLX1; SP8; HOXD4; TCF3; HOXD3; SP9; HOXD9; TP73; MESP2; THRB; HNF4G; SIX1; GLI2; HEY1; HNF4A; HEY2; MYBL2; VENTX; EMX1; FOXD3; TGIF2; TCF12; EN2; EN1; ETV1; OLIG1; PROX2; FOS; OLIG2; PAX1; NR5A2; PAX7; HAND2; ZNF114; HLF; NLRC5; ASCL1; HOXD11; HOXD10; ARNTL2; ATOH7; MUC1; GSC; ATOH8; STAT4; E2F2; HES2; E2F7; HES5; E2F8; ZNF860; IRX1; IRX2; TCF7L1; SKOR2; GSX1; PRRX1; IRX5; IRX6; IRX3; NR1H4; FOXJ1; DMRT3; GRHL3; TBX5; TBX4; POU4F1; VAX2; KLF1; KLF8; ZNF215; ZNF730

	sequence-specific double-stranded DNA binding (GO:1990837)
	RORC; ZBTB20; RORB; TNF; HOXA13; HOXA11; SOX2; SOX3; HOXA9; CREB3L3; CREB3L4; HOXA2; SOX8; HOXA7; SOX6; HOXA6; HOXA5; MNX1; SOX4; HOXA4; HES6; OSR2; MEF2C; NKX6-3; SOX13; SOX11; POU3F1; OVOL2; POU3F4; AR; ISL2; MYCN; RFX6; HOXB4; HOXB2; LMX1B; TP53; DLX1; DLX2; SHOX2; ARX; GATA3; BHLHE22; NEUROD2; HOXC4; NKX2-5; TFAP2A; TFAP2B; EGR2; EGR4; EVX1; EVX2; LIN28B; LHX6; HOXD4; LHX5; SP8; HOXD3; HOXD9; SP9; HOXD8; LHX9; TP73; MESP2; BARHL1; THRB; MCM7; BNC1; SIX1; MCM10; YBX1; GLI2; HEY1; HNF4A; HEY2; MYBL2; ZNF385D; VENTX; EMX1; FOXD3; TGIF2; TCF12; EN2; EN1; ETV1; FOS; OLIG2; PAX1; NR5A2; PAX7; HAND2; MCM5; KIF2C; HMX1; HLF; ASCL1; HOXD11; HOXD10; ATOH7; CDC45; GBX2; GSC; E2F2; HES2; E2F7; HES5; DRGX; E2F8; SNCA; IRX1; TCF7L1; SKOR2; GSX1; IRX5; IRX3; FOXJ1; DMRT3; POU4F1; VAX2; KLF1






Table S7: GO Cellular Component enriched in the group-I DEGs
	Cellular Component 
	Genes Enriched

	intracellular membrane-bounded organelle (GO:0043231)
	MAML2; ABCA13; HOXA9; EVA1A; CREB3L3; HENMT1; CREB3L4; MYC; HOXA3; HOXA2; HOXA7; HOXA6; MNX1; HOXA5; SAMD11; HOXA4; HES6; RBFOX1; MEF2C; TSPYL1; RBFOX3; PRKCB; SOX13; SOX11; UNC13D; AR; ISL2; ABCA10; RFX6; HOXB4; HOXB2; FAR2; TSPYL5; SHOX2; HSPA4L; CDCA7; AGAP2; NCAPG; SLCO5A1; GATA3; HOXC4; NKX2-5; NKX2-2; ABCA1; NDFIP2; ABCA5; PLK2; FAM111B; FAM111A; CYP2C8; GJB3; CYP1A1; HOXD4; PLCH1; HOXD3; HOXD9; HOXD8; GAPT; EZH2; MESP2; BTG2; SNX10; LRRC2; OSBPL10; GLI2; AIFM3; HEY1; HEY2; PBK; DLGAP5; SLC18A2; ZNF365; HLA-DPA1; TCF19; SLC2A14; DUSP2; CLUL1; TESC; TCF12; EN2; EN1; FOS; GCHFR; TUBB2A; KIFC1; ITPKA; RAPGEF5; CRYAB; MDFI; VAMP2; ASCL1; HOXD11; CENPA; HOXD10; EGFR; METTL21C; GBX2; GSC; NCDN; CDKN2D; ZNF462; CENPU; CDKN2B; CDKN2C; GSX1; CDKN2A; DHRS2; POU4F1; CENPF; FABP5; MORN3; HYLS1; RORC; ZBTB20; RORB; SERTM1; GRB14; GRAP2; OIP5; PHLDA1; CDKL2; PPP1R16B; NKX6-3; CDKL5; FBXW7; USP3; F2R; TBR1; CDC25C; MYT1; DGKZ; CDC25A; TLE6; MELK; SMO; TSSK6; PPEF1; TSSK2; ZNF311; PVALB; DLX1; BLM; PARM1; NOTCH1; ITPR1; FBXO43; RAD51AP1; NEUROD2; STK33; NEUROD4; NEUROD6; SMYD1; TPPP; KIAA0319; ZNF300; AP1M2; ZNF541; SEC16B; GOT1; FOXN4; DHCR24; NSG1; ADAP1; CYP4F12; NDC80; LHX3; RCAN2; CDK1; LHX6; LHX5; LHX9; SERINC5; SPRN; MCM7; BNC1; CELF4; FHL2; MCM10; FOXM1; SYNE2; EXO1; HMG20B; EMX1; PATL2; ASPM; ESPL1; SYNPO2L; TRAF4; DNAJC6; ESRP1; BIRC5; MCM5; BIRC7; VSTM2A; DTL; TYRP1; NLRC5; PPM1H; TTK; CECR2; CDC45; CNNM1; TP53INP1; IGF2BP3; FSD2; ZNF860; IRX1; IRX2; SKOR2; PRRX1; IRX5; IRX6; SPAG6; IRX3; AHNAK2; FOXJ1; SYT13; TBX5; OXR1; KLF1; RAD51; PTPN6; KCNK1; FOLR1; SPARC; CPNE7; PKD2L1; IKZF1; MKI67; IFI30; SOX2; STS; RASSF2; MCIDAS; SOX8; BSN; SYNPO; SOX6; SOX4; SRRM4; KRT7; MTUS2; KRT5; OVOL2; SFRP4; NEIL3; TCERG1L; KIF20A; TP53; CCNO; ADCYAP1R1; CASZ1; TXK; LPAR4; NLK; NEU4; NUAK1; PGBD5; INPP5F; APOE; RAB11FIP5; RBM11; EGR2; MAGEE1; IQSEC1; BCL11A; DCLK3; CIDEA; MICAL2; PARP15; GADD45G; CYP27C1; STAG3; ID4; ID3; CALM3; CALM1; TP73; TOP2A; BARHL1; ZCCHC12; TENM2; BRCA2; MAP1LC3A; HNF4A; NCS1; ENC1; FEZF2; ZHX2; PRMT8; RHOH; PROX2; KIF23; IGFN1; TOX3; NR5A2; NCOA7; DNASE1L3; HMX1; DOT1L; PRKX; LYZL4; ARNTL2; TCEAL6; TLDC2; DYNC1I1; CD74; IL37; GRHL3; SORBS2; DMRT3; VAX2; DSPP; SH3RF2; CAMK4; TJP3; TJP2; PRDM8; CD84; LOXL3; ACRBP; MPO; HOXA11; RGS4; SCGN; CCND1; TEKT2; RGS8; LMO1; PDGFRA; OSR2; CADPS2; MLIP; THEMIS; LMO7; POU3F1; SPOCD1; MYCN; ZNF93; EEF1A2; PRTN3; LMX1B; HDGFL1; UBA7; BHLHE22; CCNB2; SOHLH1; NLRP2; PDZD7; TFAP2A; TFAP2B; UBE2C; CBX2; EVX1; EVX2; BMP2; KIF18A; RALYL; DIAPH3; KIF18B; TLX1; TCF3; FGF13; FGF10; THRB; CYP4A22; CHD7; SIX1; CHD5; LDB2; YBX1; DBH; HSPB3; RND2; RERG; FAM166A; SDR16C5; CALB1; PLCZ1; ZNF385B; MYBL2; ZNF385D; TGIF2; CYP4A11; PDE4C; UBE2QL1; ETV1; OLIG1; OLIG2; EPN3; CCNA1; DPPA4; RBM24; HLF; RGS14; CAMK2A; AURKB; ATOH7; UGP2; ATOH8; PTK2B; HES2; BUB1; HES5; SNCA; TCF7L1; EYA1; NOS2; ZNF804B; ATP2B3; NAP1L2; PPP2R3B; ATP2B2; ATP2B1; MUC5B; MAPK13; TICRR; CRYGD; WEE1; DES; RBM46; FAM50B

	nucleus (GO:0005634)
	MAML2; CPNE7; IKZF1; MKI67; SOX2; HOXA9; RASSF2; MCIDAS; CREB3L3; HENMT1; CREB3L4; MYC; HOXA3; HOXA2; SOX8; BSN; SYNPO; HOXA7; SOX6; HOXA6; MNX1; HOXA5; SOX4; SAMD11; HOXA4; HES6; SRRM4; RBFOX1; MEF2C; TSPYL1; RBFOX3; PRKCB; SOX13; KRT7; MTUS2; SOX11; KRT5; OVOL2; AR; SFRP4; ISL2; NEIL3; RFX6; TCERG1L; HOXB4; HOXB2; KIF20A; TP53; CCNO; TSPYL5; CASZ1; TXK; SHOX2; HSPA4L; CDCA7; AGAP2; NCAPG; GATA3; NLK; NUAK1; PGBD5; HOXC4; APOE; NKX2-5; RBM11; NKX2-2; EGR2; MAGEE1; BCL11A; PLK2; DCLK3; CIDEA; MICAL2; PARP15; GADD45G; FAM111B; FAM111A; STAG3; ID4; ID3; CALM3; HOXD4; HOXD3; CALM1; HOXD9; HOXD8; TP73; EZH2; MESP2; TOP2A; BARHL1; ZCCHC12; BTG2; TENM2; SNX10; BRCA2; GLI2; AIFM3; HEY1; HNF4A; HEY2; ENC1; PBK; FEZF2; DLGAP5; TCF19; SLC2A14; DUSP2; ZHX2; CLUL1; PRMT8; TESC; TCF12; EN2; EN1; PROX2; KIF23; FOS; IGFN1; GCHFR; TOX3; TUBB2A; NR5A2; KIFC1; ITPKA; NCOA7; RAPGEF5; CRYAB; DNASE1L3; MDFI; HMX1; DOT1L; PRKX; ASCL1; HOXD11; CENPA; HOXD10; LYZL4; EGFR; ARNTL2; METTL21C; TCEAL6; GBX2; GSC; TLDC2; NCDN; DYNC1I1; CDKN2D; ZNF462; CENPU; CD74; CDKN2B; CDKN2C; GSX1; CDKN2A; GRHL3; SORBS2; DMRT3; DHRS2; VAX2; POU4F1; DSPP; SH3RF2; CENPF; FABP5; CAMK4; MORN3; HYLS1; TJP3; TJP2; PRDM8; LOXL3; RORC; ZBTB20; RORB; ACRBP; MPO; HOXA11; RGS4; SCGN; CCND1; GRAP2; TEKT2; OIP5; RGS8; PHLDA1; CDKL2; LMO1; PPP1R16B; PDGFRA; OSR2; MLIP; NKX6-3; CDKL5; FBXW7; USP3; THEMIS; TBR1; LMO7; CDC25C; POU3F1; MYT1; DGKZ; CDC25A; TLE6; SPOCD1; MYCN; MELK; ZNF93; EEF1A2; TSSK6; LMX1B; PPEF1; HDGFL1; TSSK2; ZNF311; PVALB; DLX1; BLM; NOTCH1; UBA7; BHLHE22; FBXO43; RAD51AP1; CCNB2; NEUROD2; STK33; NEUROD4; SOHLH1; NEUROD6; SMYD1; TPPP; ZNF300; PDZD7; ZNF541; TFAP2A; TFAP2B; GOT1; UBE2C; CBX2; FOXN4; EVX1; DHCR24; NSG1; EVX2; ADAP1; NDC80; KIF18A; RALYL; DIAPH3; KIF18B; LHX3; TLX1; RCAN2; CDK1; LHX6; LHX5; TCF3; FGF13; LHX9; SPRN; FGF10; THRB; MCM7; BNC1; CHD7; CELF4; FHL2; SIX1; CHD5; MCM10; LDB2; YBX1; HSPB3; FOXM1; RERG; SYNE2; FAM166A; SDR16C5; CALB1; PLCZ1; EXO1; HMG20B; ZNF385B; MYBL2; ZNF385D; EMX1; TGIF2; PDE4C; UBE2QL1; ETV1; OLIG1; OLIG2; PATL2; EPN3; CCNA1; ASPM; DPPA4; ESPL1; SYNPO2L; TRAF4; ESRP1; BIRC5; MCM5; BIRC7; VSTM2A; DTL; RBM24; HLF; RGS14; CAMK2A; NLRC5; PPM1H; TTK; AURKB; ATOH7; CECR2; CDC45; UGP2; TP53INP1; ATOH8; PTK2B; IGF2BP3; FSD2; HES2; HES5; ZNF860; SNCA; IRX1; IRX2; TCF7L1; SKOR2; EYA1; NOS2; PRRX1; IRX5; IRX6; SPAG6; IRX3; ZNF804B; AHNAK2; FOXJ1; NAP1L2; PPP2R3B; TBX5; OXR1; MAPK13; KLF1; TICRR; CRYGD; WEE1; DES; RAD51; PTPN6; RBM46; FOLR1; FAM50B

	integral component of plasma membrane (GO:0005887)
	EPHB6; NPFFR2; VIPR1; VIPR2; SLC23A1; ICAM5; SLCO6A1; HTR4; RXFP1; HTR6; EDNRB; GJA3; SCN1B; EPHA5; EPHA4; SLC34A2; EPHA7; EPHA6; KCNK12; SLC6A15; GABRG3; GABRG2; KCNQ3; KCNQ5; ADCYAP1R1; IGSF6; EPHA10; ABCB4; PCDH15; SLCO5A1; LPAR3; THY1; CD1D; LPAR4; PCDH12; CRHR2; GRIN2A; KLRK1; FLRT2; GALR3; C9; KCNMB1; NPBWR2; KCNN1; TSPAN2; PCDHA2; HLA-DQA2; HLA-DQA1; ABCA1; NGFR; GPR12; ATP4A; SLC6A7; CALY; FXYD2; CD27; TNFSF8; SCN2A; SCN2B; DDR1; PIGR; GABRB2; TENM3; KCNC1; KCNC2; KCNC3; LRRC38; GPR22; CD3E; FCRLA; CCKAR; CCR9; MUC12; CCR6; SLC18A2; HLA-DPA1; CCR2; GPR34; TACR2; PTH2R; SLC7A7; VAMP1; VAMP2; CD44; OR3A2; OPRD1; GUCY2D; KCNA1; KCNA2; KCNA4; ADCY1; CXCR6; GUCY2F; EGFR; DUOX1; GLRA2; PROKR2; HAS1; GPR150; RHO; HAS2; GABRD; DUOX2; IL12RB2; GABRA2; GABRA1; P2RY10; GABRA6; GABRA5; KCNB2; GABRA4; GPR55; GPR6; LILRB4; GRIN1; XG; MAS1; KCNS1; KCNS2; SLCO4C1; GPR149; ESYT3; F2RL1; SLC28A1; F2RL3; CHRM2; CHRM3; KCNG3; CD84; CHRM1; NCF1; CLEC4M; GPR68; UPK2; CHRM5; TNF; SLC8A2; ROS1; KCNH3; PDGFRA; ABCG8; KCNH4; ABCG5; KCNH5; CHRNB3; KCNH6; SLC30A3; F2R; NPY1R; LMTK2; ATP1B1; TMEM130; SCNN1G; MTNR1A; TYROBP; CD8A; SCN8A; RHCG; CLEC4G; TRABD2A; RTN4R; CALCRL; CHRNA2; CHRNA6; FUT1; AGER; CSF2RA; TRHDE; MCHR2; CACNA1I; KCNV1; CALHM1; ASIC4; HRH2; DRD1; CD99; DRD5; KL; OPN4; VCAM1; OPN3; HTR1E; KLRC2; HTR1F; ATP8B1; HTR1B; BMP2; SELL; PRPH2; PLXNB3; SLC26A8; CSPG4; GPR101; SLC26A4; SLC26A3; GLP1R; CNTNAP2; CNTNAP1; KCNK9; FLT3; ADRA1D; HTR2A; TSPAN12; TSPAN11; GRM1; GRM2; GRM7; GRM6; BDKRB1; QRFPR; TRPC5; NPY5R; PCDHGA1; HTR3B; KCNAB2; OPRM1; ADRA2C; SSTR4; SSTR5; CDHR2; CDHR4; CDHR5; MET; OR56A1; SLC24A2; LTK; NRXN3; OPRL1; ATP1A3; ATP1A1; DLL1; IL1RL2; MUC1; PTPRZ1; P2RY4; SLITRK6; CACNG1; CACNG4; KCNJ3; KCNJ4; KCNJ6; SLC12A4; TPBG; PCDH8; KCNIP4; ATP2B3; OPRK1; ATP2B2; ATP2B1; HTR5A; TSHR; HCRTR1; CD2; CLCN4; NPHS1; TSPAN19; ZACN; KCNK1; EVI2B; CLEC2D; HCN1

	neuron projection (GO:0043005)
	CHRM2; EPHB6; CHRM3; CHRM1; RAB3A; CHRM5; CPNE6; STMN2; HTR4; CYP46A1; SLC8A2; RPH3A; ARHGAP44; SCGN; HTR6; BSN; RGS8; VSTM5; PRKCG; EPHA5; EPHA4; EPHA7; EPHA6; CHRNB3; SLC30A3; GABRG3; GABRG2; ADCYAP1; OLFM1; SMO; SCN8A; MAP1A; STX1A; RTN4R; TPH2; TPH1; ADCYAP1R1; CHRNA2; EPHA10; CHRNA6; THY1; IGSF9; CRHR2; CACNA1I; HRH2; NPBWR2; KCNN1; NPTX1; APOE; KCNN3; CCDC141; SYT5; SYT4; NMB; SYT2; HTR1E; MAGEE1; SYT1; HTR1F; PLK2; SLC4A10; HTR1B; NSG1; CNTN4; SCN2A; FGF13; GABRB2; CNTNAP2; SNAP25; PCSK1; TENM2; NRSN1; TENM3; KCNC1; KCNC2; KCNC3; RASGRF1; HTR2A; KIF17; GRM2; PCLO; CALB1; GRM7; NPTN; NEFM; NEFH; CCR2; SLC32A1; NPY5R; VSTM2L; HTR3B; SYP; OPRM1; DNM1; SSTR4; SSTR5; GCHFR; VAMP2; SHANK1; OPRD1; CAMK2B; RGS14; KCNA1; KCNA2; CAMK2A; OPRL1; KCNA4; ATP1A3; GLRA2; PAK1; SV2C; SV2B; PTK2B; NCDN; GABRD; SNCA; GABRA2; GABRA1; SLC12A5; GABRA6; GABRA5; GABRA4; KCNB2; OPRK1; CCK; SYT13; HTR5A; GRIN1; GPR149; ZACN; VIP; CDK5R2






Table S8: GO biological process enriched in group -II DEGs.
	Biological Processes
	Genes enriched

	regulation of transcription by RNA polymerase II (GO:0006357)
	CSF3; SERPINE1; OTP; HOXA9; SALL4; NAMPT; HOXA3; TNFSF11; HOXA2; HOXA1; PITX2; PITX1; HOXA6; TP63; HOXA5; HOXA4; EOMES; EBF2; EBF3; DKK1; SFRP2; HOXB9; HOXB4; HOXB3; HOXB2; HOXB8; HOXB6; HOXB5; DLX2; SHOX2; TWIST1; GATA4; AEBP1; HOXB13; GALR3; NHLH1; HOXC5; ALX3; HOXC4; HOXC9; NKX6-1; HOXC8; HOXC6; VDR; CAV1; IGF2; LIF; HMGA2; MAFA; POU2F3; BMP5; FOSL1; CXCL10; IL6; CDK4; TLX2; MDM2; SP6; SNAI2; SP8; SP7; HOXD9; CITED1; TCF23; HOXC13; GLI1; MEOX2; HOXC11; HOXC10; DMBX1; SIX6; ANKRD1; FEZF1; NKX3-2; EN2; ETV4; PAX1; ETV7; DMRTA2; GAL; PAX8; HAND2; ELF5; VGLL2; MET; VGLL3; HOXD13; BARX1; HOXD11; HOXD10; ATOH8; TBL1Y; SRY; IRX6; DMRT2; MACC1; PRRX2; NR1H4; SOD2; LBX1; VEGFA; WT1

	regulation of transcription, DNA-templated (GO:0006355)
	CITED1; TCF23; HOXC13; GLI1; MEOX2; HOXC11; HOXC10; DMBX1; HOXA9; SIX6; SCML4; SALL4; HOXA3; ANKRD1; HOXA2; HOXA1; PITX2; PITX1; HOXA6; FEZF1; NKX3-2; TP63; HOXA5; HOXA4; EOMES; EN2; EBF2; EBF3; ETV4; EREG; PAX1; ETV7; DMRTA2; SFRP2; HOXB9; PAX8; HAND2; ELF5; HOXB4; HOXB3; HOXB2; HOXB8; VGLL2; HOXB6; HOXB5; VGLL3; DLX2; SHOX2; TWIST1; GATA4; HOXD13; BARX1; HOXB13; HOXD11; HOXD10; NHLH1; ATOH8; SPP1; HOXC5; ALX3; TBL1Y; HOXC4; PRAME; SRY; HOXC9; NKX6-1; HOXC8; HOXC6; RRM2; VDR; IRX6; DMRT2; FZD7; PRRX2; IL31RA; IGF2; NR1H4; HMGA2; SOD2; MAFA; LBX1; POU2F3; VEGFA; COL1A1; FOSL1; IL6; WT1; TLX2; MDM2; SP6; SNAI2; SP8; SP7; HOXD9

	cytokine-mediated signaling pathway (GO:0019221)
	CXCL6; CSF3; IL1RN; CXCL9; F13A1; IL5RA; CXCL1; IL1RAP; CXCL13; CXCL5; ICAM1; IL36B; TNFSF11; TIMP1; LBP; IL13RA2; CCR2; ANXA1; SERPINB2; ANXA2; TNFRSF12A; IL1R1; MMP1; IL1R2; OSMR; F3; MMP9; EREG; LCK; CD44; BIRC3; TWIST1; TNFRSF11B; SOCS2; SOCS3; CCL7; HMOX1; CCL2; GBP1; TSLP; TNFSF14; CCL20; CD70; TNFRSF9; FN1; IL31RA; LIF; MSN; SOD2; VEGFA; CXCL10; CXCL11; IL6; COL1A2; CLCF1; IL2RA; LEP; SAA1; SDC1; PLP2; IL7R; CRLF1; CCL26

	positive regulation of cellular process (GO:0048522)
	CSF3; HILPDA; SIRPG; LAMC2; GLI1; AREG; NCMAP; HOXC10; CXCL5; ESM1; IBSP; NAMPT; PROK2; TIMP1; LBP; CR1; OSMR; DKK1; EREG; MMP14; SFRP2; S100A9; S100A8; DLX2; FPR2; PLA2G5; TULP1; THBS1; TSPAN31; DPP4; CALCR; PDGFD; PDPN; PRAME; SLAMF1; TGFB2; TSLP; FZD7; CAV1; FN1; IL31RA; HTR1A; IGF2; LIF; HMGA2; AZU1; VEGFA; BMP5; FOSL1; FGF17; IL6; CDK4; CLCF1; MDM2; SAA1; IL7R; CRLF1






Table S9: GO molecular function enriched in the group-II DEGs.
	Molecular Function 
	Genes Enriched

	RNA pol II transcription regulatory region sequence-specific DNA binding (GO:0000977)
	TCF23; OTP; HOXC13; GLI1; MEOX2; HOXC11; HOXC10; DMBX1; HOXA9; SIX6; SALL4; HOXA3; HOXA2; HOXA1; PITX2; PITX1; HOXA6; FEZF1; NKX3-2; TP63; HOXA5; HOXA4; EOMES; EN2; EBF2; EBF3; ETV4; PAX1; ETV7; DMRTA2; HOXB9; PAX8; HAND2; HOXB4; HOXB3; HOXB2; HOXB8; HOXB6; HOXB5; DLX2; TWIST1; GATA4; HOXD13; AEBP1; BARX1; HOXB13; HOXD11; HOXD10; NHLH1; ATOH8; HOXC5; ALX3; HOXC4; SRY; HOXC9; NKX6-1; HOXC8; HOXC6; VDR; IRX6; DMRT2; PRRX2; NR1H4; MAFA; POU2F3; FOSL1; WT1; TLX2; SP6; SNAI2; SP8; SP7; HOXD9

	RNA pol II cis-regulatory region sequence-specific DNA binding (GO:0000978)
	HOXC13; GLI1; MEOX2; HOXC11; HOXC10; HOXA9; SIX6; SALL4; HOXA3; HOXA2; HOXA1; PITX2; PITX1; HOXA6; FEZF1; NKX3-2; TP63; HOXA5; HOXA4; EOMES; EN2; EBF2; EBF3; ETV4; PAX1; DMRTA2; HOXB9; PAX8; HAND2; HOXB4; HOXB3; HOXB2; HOXB6; HOXB5; DLX2; TWIST1; GATA4; HOXD13; HOXB13; HOXD11; HOXD10; NHLH1; ATOH8; HOXC5; HOXC4; SRY; HOXC9; NKX6-1; HOXC6; VDR; IRX6; DMRT2; PRRX2; NR1H4; HMGA2; MAFA; POU2F3; FOSL1; WT1; TLX2; SP6; SNAI2; SP8; SP7; HOXD9

	cis-regulatory region sequence-specific DNA binding (GO:0000987)
	HOXC13; GLI1; MEOX2; HOXC11; HOXC10; HOXA9; SIX6; SALL4; HOXA3; HOXA2; HOXA1; PITX2; PITX1; HOXA6; FEZF1; NKX3-2; TP63; HOXA5; HOXA4; EOMES; EN2; EBF2; EBF3; ETV4; PAX1; DMRTA2; HOXB9; PAX8; HOXB4; HOXB3; HOXB2; HOXB6; HOXB5; DLX2; GATA4; HOXD13; HOXB13; HOXD11; HOXD10; NHLH1; ATOH8; HOXC5; HOXC4; SRY; HOXC9; NKX6-1; HOXC6; VDR; IRX6; DMRT2; PRRX2; NR1H4; MAFA; POU2F3; FOSL1; WT1; TLX2; SP6; SNAI2; SP8; SP7; HOXD9

	sequence-specific double-stranded DNA binding (GO:1990837)
	HOXC13; GLI1; MEOX2; HOXC11; HOXC10; DMBX1; HOXA9; SIX6; HOXA2; HOXA1; PITX2; HOXA6; PITX1; HOXA5; NKX3-2; HOXA4; EOMES; EN2; ETV4; PAX1; ETV7; DMRTA2; HOXB9; PAX8; HAND2; ELF5; HOXB4; HOXB2; HOXB8; HOXB6; HOXB5; DLX2; SHOX2; GATA4; HOXD13; HOXD11; HOXB13; HOXD10; NHLH1; ALX3; HOXC4; HOXC9; HOXC8; GSX2; PRRX2; HMGA2; MAFA; LBX1; POU2F3; FOSL1; WT1; TLX2; SNAI2; SP8; HOXD9




Table S10: GO Cellular Component enriched in the group-II DEGs. 
	Cellular Component 
	Genes Enriched

	intracellular membrane-bounded organelle (GO:0043231)
	AQP9; ABCA13; LGALS3; SCGN; HOXA9; SALL4; HOXA3; HOXA2; HOXA1; PITX2; PITX1; HOXA6; TP63; HOXA5; HOXA4; METTL1; IGFBP3; KRT7; EBF3; SPOCD1; HOXB9; HOXB4; HOXB3; ENTHD1; S100A4; HOXB2; KDELR3; KIF20A; HOXB8; S100A9; TSSK2; S100A8; HOXB6; HOXB5; SHOX2; TACSTD2; TWIST1; STC1; C2CD4A; GATA4; PRDM13; FAM83G; NEU4; LDHA; RDH10; UBD; HOXC5; STAP1; SMYD1; HMOX1; HOXC4; HOXC9; NKX6-1; HOXC8; HOXC6; CAV3; VDR; FZD7; HSPA6; MSN; HMGA2; AZU1; MAFA; POU2F3; FOSL1; PKIB; CDK4; TLX2; MDM2; SNAI2; SP7; HOXD9; ITK; SERPINA3; SERPINA1; CITED1; HSPB7; PTPN22; TRH; GLI1; MEOX2; HOXC11; HOXC10; SERPINA5; TUBA1C; SIX6; SCML4; ANKRD1; BDKRB2; CLIC1; NKX3-2; DUSP4; DUSP5; ANXA1; ANXA2; EN2; ETV4; IGFN1; ETV7; DMRTA2; MMP14; GPRC5A; DPPA4; PAX8; DCT; ELF5; DSG2; AGXT; VGLL2; BIRC3; VGLL3; LTF; ACSS3; BARX1; HOXD11; CENPA; HOXD10; GLRA1; APOL4; ATOH8; IGF2BP1; TBL1Y; AGR3; PRAME; IGF2BP3; IGF2BP2; SRY; RGS22; PDLIM4; EVC2; IRX6; DMRT2; GDF15; GZMA; GSX2; PRRX2; EYA4; LBX1; DHRS2; GZMH; CENPE; CRYGD; WEE1; DES; FABP5; WT1; KRT16

	nucleus (GO:0005634)
	LGALS3; SCGN; HOXA9; SALL4; HOXA3; HOXA2; HOXA1; PITX2; PITX1; HOXA6; TP63; HOXA5; HOXA4; METTL1; IGFBP3; KRT7; EBF3; SPOCD1; HOXB9; HOXB4; HOXB3; S100A4; HOXB2; KIF20A; HOXB8; S100A9; TSSK2; S100A8; HOXB6; HOXB5; SHOX2; TACSTD2; TWIST1; STC1; C2CD4A; GATA4; PRDM13; FAM83G; LDHA; RDH10; UBD; HOXC5; STAP1; SMYD1; HMOX1; HOXC4; HOXC9; NKX6-1; HOXC8; HOXC6; VDR; HSPA6; MSN; HMGA2; MAFA; POU2F3; FOSL1; PKIB; CDK4; TLX2; MDM2; SNAI2; SP7; HOXD9; ITK; SERPINA3; CITED1; HSPB7; PTPN22; TRH; GLI1; MEOX2; HOXC11; HOXC10; TUBA1C; SIX6; SCML4; ANKRD1; CLIC1; NKX3-2; DUSP4; DUSP5; ANXA1; ANXA2; EN2; ETV4; IGFN1; ETV7; DMRTA2; MMP14; DPPA4; PAX8; ELF5; VGLL2; BIRC3; VGLL3; LTF; BARX1; HOXD11; CENPA; HOXD10; ATOH8; IGF2BP1; TBL1Y; PRAME; IGF2BP3; IGF2BP2; SRY; RGS22; PDLIM4; EVC2; IRX6; DMRT2; GDF15; GZMA; GSX2; PRRX2; EYA4; LBX1; DHRS2; CENPE; CRYGD; WEE1; DES; FABP5; WT1; KRT16

	integral component of plasma membrane (GO:0005887)
	KCNK5; GLP1R; HFE; CHRM5; AQP9; SLC2A3; IL1RAP; NCMAP; ICAM1; CCKAR; GJA3; SIT1; BDKRB2; CTLA4; PRLHR; TNFSF11; BDKRB1; SLC16A3; CCR4; CCR2; CR1; IL1R1; OSMR; TM4SF1; EREG; SCNN1G; MMP14; MTNR1A; GPRC5A; GJD3; SCNN1B; CDHR1; CDHR5; RGR; STEAP1; MET; CD44; NPSR1; SLC22A6; GUCY2D; C5AR1; CLCNKB; CHRNA9; CD1E; SGMS2; TSPAN31; P2RY8; GLRA1; HRH1; CALCR; C7; GALR3; NPBWR1; FLRT1; PDPN; TSPAN2; TRPM8; LRRC8E; KL; MSR1; CD163; CAV3; CD70; TNFRSF9; CAV1; LRRN4; HTR1A; NKG7; GPR3; LILRB3; CD2; MARCO; IL6; GJB2; CLEC2B; IL2RA; SDC1; ZACN; SLC28A2; F2RL2

	collagen-containing extracellular matrix (GO:0062023)
	SERPINA3; FCN3; SERPINA1; SERPINE1; F13A1; PLAT; LAMC2; LOXL1; ICAM1; SERPINA5; COMP; LGALS3; EFEMP2; LGALS1; ADAMTS3; TNR; EMILIN2; POSTN; ANXA1; ANXA2; PCOLCE; NPNT; MMP8; F3; MMP9; ADAMTS20; SFRP2; COL2A1; SLPI; COL4A2; COL4A1; COL6A2; COL8A1; SERPING1; COL6A3; S100A4; ANGPTL4; MXRA5; S100A9; S100A8; LRRC15; COL15A1; COL13A1; LTBP2; AEBP1; ITIH1; THBS1; SRPX2; SERPINH1; CTHRC1; TGFB2; GDF15; LUM; FN1; PRG4; LAMB1; COL1A1; COL3A1; COL1A2; COL5A1; SMOC1; COL5A2; MGP; TGFBI; FMOD
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