Supplementary Table 2. Substitution models used in the phylogenetic inference as implemented by Mr.Bayes v3.2.7 for a 2220 bp alignment of the 18S, ITS and 28S regions of fungi.
	Gene
	Alignment position
	Substitution Model
	Rate Variation

	18S
	1-767
	GTR
	Gamma

	ITS
	768-1432
	SYM
	Invgamma

	28S
	1433-2220
	SYM
	 Gamma
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