
miRNA : hsa-miR-4763-3p
target 5' G      AA   C     CAA   A    G 3'
           CCGCCU  AGC CCAGU   CCC GCCU    
           GGCGGG  UCG GGUCG   GGG CGGA    
miRNA  3'             U           A      5'

miRNA : hsa-miR-4763-3p
target 5' G      U   UU G           C 3'
           CCGCCC GGC  G CAG CCCUGCC    
           GGCGGG UCG  U GUC GGGACGG    
miRNA  3'               G   G       A 5'

miRNA : hsa-miR-4763-3p
target 5' A         GCUU            G 3'
           CG CCGGCA    CCAGCCC UGCC    
           GC GGUCGU    GGUCGGG ACGG    
miRNA  3' G  G                 G    A 5'

miRNA : hsa-miR-4763-3p
target 5'  G     CU   UGAUUCACAC            A 3'
            GCCUG  GCA          CCAGUCCCUGCC    
            CGGGU  CGU          GGUCGGGGACGG    
miRNA  3' GG                                A 5'

miRNA : hsa-miR-4763-3p
target 5'  G     CU   UGAUUCACAC            A 3'
            GCCUG  GCA          CCAGUCCCUGCC    
            CGGGU  CGU          GGUCGGGGACGG    
miRNA  3' GG                                A 5'

miRNA Common
target position MFE

(kcal/mol) p-value

hsa-miR-4763-3p ATP11A 1704 -39.5 0.04189

hsa-miR-4763-3p ATP11A 4045 -39.5 0.04189

hsa-miR-4763-3p ATP11A 618 -39.0 0.05004

hsa-miR-4763-3p ATP11A 2720 -38.9 0.05185

hsa-miR-4763-3p ATP11A 2779 -38.9 0.05185
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Figure S4


