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Supplementary Figure 1: Heatmap showing the expression of gene specific to STAD cells (A) T&NK cells (B) CD8+T cells (C) CD4+T cells (D) Myeloid cells (E) Marcrophage cells (F) and Dendritic cells (G).
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Supplementary Figure 2: The original gel or blot. (A) WB analysis of Tubulin expression between AGS (left) and SNU-1 (right) cell lines. (B) WB analysis of Tubulin expression between AGS (left) and SNU-1 (right) cell lines.

	Table S1 Univariate and multivariate Cox regression analysis 

	Characteristics
	Uni-cox
	
	Multi-cox

	
	HR (95%CI)
	p
	
	HR (95%CI)
	p

	MSI
	0.456(0.251-0.828)
	* * 
	
	0.503(0.273-0.924)
	* 

	Age
	1.013(0.996-1.031)
	ns 
	
	1.028(1.010-1.046)
	* * 

	Sex
	0.990(0.671-1.460)
	ns 
	
	1.539(0.997-2.377)
	ns 

	Adjuvant
	0.473(0.293-0.765)
	* * 
	
	0.569(0.345-0.938)
	* 

	T
	1.757(1.364-2.264)
	* * * 
	
	1.519(1.156-1.997)
	* * 

	N
	1.906(1.564-2.322)
	* * * 
	
	1.801(1.455-2.228)
	* * * 

	M
	4.222(2.530-7.048)
	* * * 
	
	2.925(1.665-5.138)
	* * * 


*, P < 0.05; * *, P < 0.01; * * *, P < 0.001; ns = no significance
Supplementary Table 1: Univariate and multivariate Cox regression analysis.










Table S2 Hub genes
	KEGG pathway
	GESA pathway
	GO pathway
	Hub genes

	TNFSF9
	CXCL8
	TNFSF9
	TNFSF9

	CXCL3
	CXCL3
	CXCL3
	CXCL3

	CXCL1
	CXCL1
	LEFTY1
	CXCL1

	IFNG
	TNFSF9
	CXCL1
	IFNG

	CXCL8
	CXCL13
	IFNG
	CXCL8

	CCL4
	IFNG
	CXCL8
	CCL4

	CXCL10
	CCL4
	CCL4
	CXCL10

	CXCL9
	CXCL10
	SPP1
	CXCL9

	
	CXCL9
	CXCL10
	

	
	CXCL11
	CXCL9
	

	
	CCL18
	
	

	
	IL1B
	
	

	
	CCL8
	
	

	
	IL32
	
	

	
	TNFRSF10B
	
	

	
	TNFRSF10A
	
	

	
	FAS
	
	

	
	OSM
	
	

	
	IL7
	
	

	
	TNFSF4
	
	

	
	IL17RB
	
	

	
	TNFSF13B
	
	

	
	CXCL2
	
	

	
	TNFRSF11A
	
	

	
	CCL7
	
	

	
	CCL5
	
	

	
	IL18
	
	

	
	CCL20
	
	

	
	CXCL16
	
	

	
	IL15
	
	

	
	TNFSF10
	
	

	
	IL1A
	
	

	
	FASLG
	
	

	
	GDF15
	
	

	
	EDAR
	
	

	
	ACKR4
	
	


Supplementary Table 2: Hub genes.
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