Supplementary table 1 Variants of NaV1.5 identified in children with different phenotypes
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No.
	Phenotypes
	Syncope
	Nucleotide
changes
	Amino acid
changes
	Mutation
sources
	Mutant
domains
	Mutant
sites
	Pathogenic
classification

	1
	SSS + PCCD
	0
	c.203-202insA
	p.68,Y>Ffs1949
	F
	N-terminus
	-
	P

	2
	BrS + SSS + PCCD
	+
	c.611+1G>C
	splicing
	M
	DⅠ
	VSD
	P

	3
	BrS + SSS
	0
	c.611+1G>C
	splicing
	M
	DⅠ
	VSD
	P

	4
	PCCD
	0
	c.999-28G>A
	splicing
	F
	DⅠ
	pore-loop
	P

	5
	SSS + PCCD
	0
	c.1519-1G>A
	splicing
	M
	DⅠ-Ⅱ
	linker
	P

	6
	PCCD
	+
	c.1603C>T
	p.R535X
	F
	DⅠ-Ⅱ
	linker
	P

	7
	SSS + PCCD
	+
	c.1603C>T
	p.R535X
	N
	DⅠ-Ⅱ
	linker
	P

	8
	SSS
	0
	c.1654G>C
	p.G552R
	M
	DⅠ-Ⅱ
	linker
	US

	
	
	
	c.2632C>T
	p.R878C
	M
	DⅡ
	pore-loop
	LP

	9
	SSS + PCCD
	+
	c.2254G>A
	p.G752R
	M
	DⅡ
	VSD
	LP

	10
	PCCD
	0
	c.2254G>A
	p.G752R
	F
	DⅡ
	VSD
	LP

	
	
	
	c.2414C>T
	p.S805L
	M
	DⅡ
	VSD
	US

	11
	PCCD
	+
	c.2262+3(IVS14)A>T
	splicing
	F
	DⅡ
	VSD
	LP

	
	
	
	c.4301A>G
	p.Y1434C
	M
	DⅢ
	pore-loop
	LP

	12
	LQTS + PCCD
	0
	c.2383G>A
	p.E795K
	M
	DⅡ
	VSD
	LP

	13
	SSS + PCCD
	0
	c.2647G>A
	p.P883D
	M
	DⅡ
	pore-loop
	LP

	14
	LQTS
	0
	c.2687G>C
	p.C896S
	F
	DⅡ
	pore-loop
	LP

	15
	LQTS
	0
	c.3206C>T
	p.P1069M
	F
	DⅡ-Ⅲ
	linker
	LP

	16
	LQTS
	0
	c.3269C>T
	p.P1090L
	N
	DⅡ-Ⅲ
	linker
	LP

	17
	PCCD
	0
	c.3269C>T
	p.P1090L
	M
	DⅡ-Ⅲ
	linker
	LP

	18
	LQTS
	0
	c.3380G>A
	p.G1127A
	F
	DⅡ-Ⅲ
	linker
	LP

	19
	LQTS
	+
	c.3382C>T
	p.G1128S
	M
	DⅡ-Ⅲ
	linker
	P

	20
	PCCD
	0
	c.3539C>T
	p.A1180V
	M
	DⅡ-Ⅲ
	linker
	P

	21
	PCCD
	+
	c.3578C>T
	p.R1193Q
	F
	DⅡ-Ⅲ
	linker
	P

	22
	LQTS + SSS
	0
	c.3578C>T
	p.R1193Q
	M
	DⅡ-Ⅲ
	linker
	P

	23
	SSS + PCCD
	0
	c.3737delT
	p.F1246Sfs34
	N
	DⅢ
	VSD
	P

	24
	SSS + PCCD
	0
	c.3963+5G>A
	splicing
	F
	DⅢ
	VSD
	P

	25
	LQTS
	+
	c.3988G>C
	p.A1330P
	N
	DⅢ
	VSD
	LP

	26
	SSS + PCCD
	+
	c.4009G>T
	p.V1337F
	F
	DⅢ
	VSD
	LP

	27
	SSS + PCCD
	0
	c.4009G>T
	p.V1337F
	F
	DⅢ
	pore-loop
	LP

	28
	PCCD
	0
	c.4088G>T
	p.C1363F
	M
	DⅢ
	pore-loop
	LP

	29
	LQTS + SSS
	+
	c.4892G>A
	p.G1631D
	N
	DⅣ
	VSD
	LP

	30
	SSS + PCCD
	+
	c.4894C>T
	p.R1632C
	F
	DⅣ
	VSD
	P

	31
	SSS + PCCD
	0
	c.4895G>A
	p.R1632H
	M
	DⅣ
	VSD
	P

	32
	LQTS + PCCD
	0
	c.4954A>C
	p.M1652L
	M
	DⅣ
	VSD
	LP

	33
	LQTS
	0
	c.5038G>A
	p.A1680T
	M
	DⅣ
	pore-loop
	LP

	34
	LQTS
	0
	c.5236C>T
	p.V1746M
	M
	DⅣ
	pore-loop
	LP

	35
	LQTS
	0
	c.5851G>T
	p.V1951L
	M
	C-terminus
	-
	LP

	36
	LQTS
	+
	c.5946A>C
	p.R1982S
	M
	C-terminus
	-
	LP

	37
	SSS
	0
	c.5963A>C
	p.L1988R
	F
	C-terminus
	-
	LP


BrS = Brugada syndrome; F = father; LP = likely pathogenic; LQTS = long QT syndrome; M = mother; N = novel; P = pathogenic; PCCD = progressive cardiac conduction disease; SSS = sick sinus syndrome; US = uncertain significance; VSD = voltage sensing domain.

