[image: ] Supplementary figure 1. Heat-map. Tissue expression pattern of the genes listed in the GWAS.
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Supplementary figure 2. Heat-map. Tissue expression pattern of the main protein-coding genes, with the best classification in the GWAS.
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Supplementary figure 3. Locuszoom Plot. rs11538062 (SPON2) is in linkage disequilibrium with other variants on chromosome 4, located between SPON2 and RNF212. Variants are colored based on their estimated linkage disequilibrium (r²) to the main SNV (purple diamond).
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Supplementary figure 4. Association of the SPON2 gene with groups of obesity-related phenotypes (- log 10).
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Supplementary figure 5. Levels of IL-12 (A) and IL-10 (B) (pg/ml) between the different genotypes of the ZZEF1 gene (rs781851).
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