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photosynthesis

heme binding

photosynthesis, light harvesting

photosynthesis, light reaction

tetrapyrrole binding

macromolecule modification

metal ion transport

regulation of cellular metabolic process

regulation of gene expression

regulation of nitrogen compound metabolic process

transcription factor activity

biological regulation

enzyme inhibitor activity

endopeptidase inhibitor activity
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extracellular region

serine−type endopeptidase inhibitor activity

phosphorus metabolic process

phosphate metabolic process

post−translational protein modification

protein modification process

protein amino acid phosphorylation

hydrolase activity, hydrolyzing O−glycosyl compounds

hydrolase activity, acting on glycosyl bonds

carbohydrate metabolic process

monooxygenase activity

electron carrier activity

iron ion binding
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oxidation reduction

regulation of cellular biosynthetic process
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regulation of transcription
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MAPK signaling pathway − plant

Plant hormone signal transduction

Phenylpropanoid biosynthesis

Cyanoamino acid metabolism

Zeatin biosynthesis

Ascorbate and aldarate metabolism

Tryptophan metabolism

Cysteine and methionine metabolism

Flavonoid biosynthesis

Linoleic acid metabolism

Starch and sucrose metabolism

Alanine, aspartate and glutamate metabolism

Ribosome

Purine metabolism

Aminoacyl−tRNA biosynthesis

Circadian rhythm − plant

Plant−pathogen interaction

Nitrogen metabolism

Amino sugar and nucleotide sugar metabolism

Biosynthesis of nucleotide sugars

Carotenoid biosynthesis

Photosynthesis

Carbon fixation in photosynthetic organisms

Photosynthesis − antenna proteins

Glyoxylate and dicarboxylate metabolism

Carbon metabolism
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Glutathione metabolism

Diterpenoid biosynthesis

Sulfur metabolism

Terpenoid backbone biosynthesis

Glycerophospholipid metabolism

Glycerolipid metabolism

Porphyrin metabolism

Ascorbate and aldarate metabolism

Ubiquinone and other terpenoid−quinone biosynthesis

Phenylalanine, tyrosine and tryptophan biosynthesis

Photosynthesis

Protein processing in endoplasmic reticulum

Zeatin biosynthesis

Butanoate metabolism

Biosynthesis of various plant secondary metabolites

beta−Alanine metabolism

Propanoate metabolism

Valine, leucine and isoleucine degradation

Fatty acid degradation

Phenylpropanoid biosynthesis

Fatty acid elongation

Photosynthesis − antenna proteins

Starch and sucrose metabolism

Amino sugar and nucleotide sugar metabolism

Carotenoid biosynthesis

Plant−pathogen interaction

MAPK signaling pathway − plant

Plant hormone signal transduction

alpha−Linolenic acid metabolismc d
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