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Results
Comparison between primipara and multipara
The times of gestation and delivery are compared. Here are 329 women who are multipara. Table S1 shows the comparison between primipara and multipara. Table S2 manifests the comparison between first and second delivery. P＜0.001, the difference is statistically significant. Multipara women and second delivery are less vulnerable to SG.

Table S1. The incidence of SG between primipara and multipara
	Variates
	Non-SG
	SG
	χ2
	P

	Times of gestation
	primipara
	297
	391
	43.803
	＜0.001

	
	multipara
	215
	114
	
	


Statistically significant, P < 0.001
Table S2. The incidence of SG between first and second delivery
	Variates
	Non-SG
	SG
	χ2
	P

	Times of delivery
	first
	135
	205
	48.898
	＜0.001

	
	second
	226
	114
	
	


Statistically significant, P < 0.001

Association between reported SNP and SG
Two SNPs have been verified that have been reported in research including rs7787362 (ELN, lies 40kb upstream of the ELN (elastin) gene) and rs10798036 (HMCN1, located in the HMCN1 (hemicentin-1) gene) (Table S3) [14]. 

Table S3. Index SNPs for regions associated with SG verified in other research
	SNPs
	CHR
	BP
	Gene
	A1
	A2
	MAF
	BETA
	SE
	L95
	U95
	P

	rs7787362
	7
	73392603
	ELN (u)
	C
	T
	0.2171
	0.108
	0.04029
	0.02908
	0.187
	0.007418

	rs10798036
	1
	186052962
	HMCN1
	C
	G
	0.3495
	-0.06951
	0.03542
	-0.1389
	-8.56E-05
	0.04993


CHR, Chromosome; BP, position; Gene is gene that is the most likely candidate for the association or the association or the closest gene. Whether the single-nucleotide polymorphism (SNP) is upstream (u), downstream (d), or within (i) the gene is indicated in parentheses; Statistically significant, P < 0.05


