Table S1 Transcriptome studies used for in silico gene expression analysis of VraRBOH genes
	S. No.
	GEO dataset ID
	Trait
	Reference

	1.
	SRX17014414 (C)
SRX17014417 (T)
	Salt stress
	Lim et al. (2022)

	2.
	SRX14132151 (C)
SRX14132148 (1 day)
SRX14132150 (7 days)
	Water logging
	Sreeratree et al. (2022)

	3.
	Sublobata_SRX12680961 (C)
Sublobata _SRX12680967 (T)
	Drought stress
	Zhao et al. (2022)

	4.
	Wilczek_SRX12680964 (C)
Wilczek_SRX12680966 (T)
	Drought stress
	Zhao et al. (2022)

	5.
	SRX11764973 (C)
SRX11764975 (T1)
SRX11764974 (T2)
	Oxidative stress
	Un-published



















Table S2 Characteristics of conserved motifs present in VraRBOH gene family.
	S. No.
	Motifs
	Width
	E-value

	1.
	AYGNPNTCKPSLYSKIFKNACPKAYSYAYDDATSTFTC
	38
	1.2e-454

	2.
	GGLDFYDVSLVDGFNLPMSVTPTGGTG
	27
	1.3e-313

	3.
	PPGWSGRFWGRTGCSF
	16
	1.5e-192

	4.
	EVVACKSACEAFNSPEYCCSG
	21
	3.0e-233

	5.
	SATFTIVNNCPYTIWPGILSGAGTPPLGT
	24
	1.5e-210

	6.
	GAGGTPPATLAEFTL
	15
	1.1e-148

	7.
	CGSTGCAADLNGQCPSELRVK
	21
	7.0e-163

	8.
	DSSGRGSCQTGDCGS
	15
	2.5e-100

	9.
	SGABYVITFCP
	11
	1.4e-080

	10.
	TGFELASGASKSLPA
	18
	6.5e-037

	11.
	GQVECN
	6
	1.0e-001

	12.
	EFNDPNKCKPSEFSKFFKDRCPNAFSYAH
	29
	8.3e+001

	13.
	ALHHSLIPGFNI
	12
	1.6e+001

	14.
	ERWDVW
	6
	1.9e+002

	15.
	KKQERM
	6
	3.3e+001

	16.
	CNNPCTVF
	8
	6.4e+003

	17.
	LKGGQSIVF
	9
	1.2e+004

	18.
	ILQNQVZ
	7
	6.3e+003

	19.
	DHNNLD
	6
	1.4e+004

	20.
	MPDTWD
	6
	2.5e+004















Table S3 RBOH protein sequences of various plant species used for phylogenetic tree construction with VraRBOH proteins
	Plant
	Botanical name
	Number of RBOH proteins
	Reference/Database

	Legume crops
	

	Adzuki bean
	Vigna angularis
(Willd.) Ohwi & H. Ohashi
	10
	https://www.legumeinfo.org/

	Cowpea
	Vigna unguiculata
(L.) Walp.
	9
	https://www.legumeinfo.org/

	Barrel Clover (model plant for legume biology)
	Medicago truncatula
Gaertn.
	9
	Marino et al. (2011)

	Soybean
	Glycine max
(L.) Merr.

	9
	Liu et al. (2019)

	Common Bean
	Phaseolus vulgaris
L.
	9
	Montiel et al. (2012)

	Dicot plants
	

	Thale cress
	Arabidopsis thaliana
(L.) Heynh.
	10
	Kaur and Pati (2016)

	Castor
	Ricinus communis
[bookmark: _GoBack]L.
	7
	Zhao and Zou (2019)

	Tobacco
	Niccotiana benthamiana
	2
	Yu et al. (2020)

	Jojoba
	Jatropha curcas
	7
	Zhao and Zou (2019)

	Weed
	

	Striga
	Striga asiatica
	1
	Wada et al. (2019)

	Monocots
	

	Rice
	Oryza sativa L.
	8
	Zhu et al. (2024)

	Wheat
	Triticum aestivum
L.
	9
	Sharma et al. (2024)








Table S4 The non-substitution (Ka) and substitution (Ks) rate and ratio of Ka/Ks of duplicated VraRBOH gene pairs.
	Duplicated VraRBOH gene pairs
	Ka
	Ks
	Ka/Ks
	Types of selection

	VraRBOH2/VraRBOH5
	0.144116785
	0.727577825
	0.198077484
	Purify selection

	VraRBOH6/VraRBOH7
	0.083519991
	0.901175216
	0.09267897
	Purify selection

	VraRBOH4/VraRBOH8
	0.111062204
	0.77011303
	0.144215459
	Purify selection



