Table S1 GO and KEGG pathway enrichment
	Category
	Term
	Count
	PValue
	Genes

	GOTERM_BP_DIRECT
	GO:0007596~blood coagulation
	3
	7.96E-04
	SERPINA1, PLAU, ITGA2

	GOTERM_BP_DIRECT
	GO:0001666~response to hypoxia
	3
	2.81E-03
	DPP4, PLAU, ITGA2

	GOTERM_BP_DIRECT
	GO:0008284~positive regulation of cell proliferation
	3
	0.024753792
	DPP4, FN1, TIMP1

	GOTERM_BP_DIRECT
	GO:0007155~cell adhesion
	3
	0.026565245
	DPP4, ITGA2, FN1

	GOTERM_CC_DIRECT
	GO:0005576~extracellular region
	8
	4.69E-06
	DPP4, LGALS3, SERPINA1, PLAU, FN1, TIMP1, APOE, MET

	GOTERM_CC_DIRECT
	GO:0070062~extracellular exosome
	8
	5.18E-06
	DPP4, LGALS3, SERPINA1, PLAU, FN1, TIMP1, FAM20A, APOE

	GOTERM_CC_DIRECT
	GO:0005615~extracellular space
	7
	5.17E-05
	LGALS3, SERPINA1, PLAU, FN1, TIMP1, FAM20A, APOE

	GOTERM_CC_DIRECT
	GO:0009986~cell surface
	5
	1.13E-04
	DPP4, LGALS3, PLAU, ITGA2, MET

	GOTERM_CC_DIRECT
	GO:0005788~endoplasmic reticulum lumen
	4
	2.66E-04
	SERPINA1, FN1, TIMP1, APOE

	GOTERM_CC_DIRECT
	GO:0031093~platelet alpha granule lumen
	3
	3.79E-04
	SERPINA1, FN1, TIMP1

	GOTERM_CC_DIRECT
	GO:0031012~extracellular matrix
	3
	5.32E-03
	FN1, TIMP1, APOE

	GOTERM_CC_DIRECT
	GO:0005886~plasma membrane
	7
	1.33E-02
	DPP4, LGALS3, PLAU, ITGA2, FN1, APOE, MET

	GOTERM_CC_DIRECT
	GO:0005925~focal adhesion
	3
	1.44E-02
	DPP4, PLAU, ITGA2

	GOTERM_MF_DIRECT
	GO:0002020~protease binding
	4
	1.69E-05
	DPP4, SERPINA1, FN1, TIMP1

	GOTERM_MF_DIRECT
	GO:0042802~identical protein binding
	5
	6.05E-03
	DPP4, SERPINA1, FN1, APOE, MET

	GOTERM_MF_DIRECT
	GO:0005102~receptor binding
	3
	1.53E-02
	DPP4, FN1, APOE

	GOTERM_MF_DIRECT
	GO:0005515~protein binding
	10
	0.026216706
	DPP4, LGALS3, SERPINA1, PLAU, ITGA2, FN1, TIMP1, FAM20A, APOE, MET

	KEGG_PATHWAY
	hsa05205:Proteoglycans in cancer
	4
	4.29E-04
	PLAU, ITGA2, FN1, MET

	KEGG_PATHWAY
	hsa04510:Focal adhesion
	3
	1.07E-02
	ITGA2, FN1, MET

	KEGG_PATHWAY
	hsa04151:PI3K-Akt signaling pathway
	3
	3.14E-02
	ITGA2, FN1, MET



