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Base excision repair

Steroid biosynthesis

Prenyltransferases

Nitrogen metabolism

Cell cycle

Amino acid related enzymes

Regulation of actin cytoskeleton

Glycolysis / Gluconeogenesis

Carbon fixation in photosynthetic organisms
MAPK signaling pathway

Protein phosphatases and associated proteins
Glycosyltransferases

Chaperones and folding catalysts

Protein kinases

Biosynthesis of unsaturated fatty acids
Peptidases and inhibitors

Lipid biosynthesis proteins

Ribosome
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