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Supporting information

Table S1.

Process outputs and measurement time in the experimental datasets.

Process output Measurement time
Index i Name Index [ Value [h]
1 Relative cell 1 0
density

2 1

3 5

4 9

5 13

6 17

7 21

8(=N,) 25

2 Fatty acid 1 0
concentration

2(=N,) 25




17 Table S2.

18  E. coli strains and IPTG input levels in the experimental datasets.

Strain IPTG input level

Index; Name Indexk Value [pM]

1 FA2 1 0
2 10
3 40
4 100
5 400

6(=M,) 1000

2 FA3 1(=M,) 100
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