Trace amine associated receptor 1: Predicted effects of single nucleotide variants on structure-function in geographically diverse populations
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Supplementary table 1: Orthosteric SNVs identified from analysis of human TAAR1 cryo-EM structures.


Supplementary table 2: Microswitch SNVs identified in DRY, PIF, CWxP and NPxxY domains of human TAAR1. 
	rsID
	Microswitch
	SNV

	rs1275786770
	DRY
	D1203.49E

	rs1306244133
	DRY
	D1203.49G

	rs750088922
	DRY
	R1213.50H

	rs750088922
	DRY
	R1213.50L

	rs199758150
	DRY
	R1213.50C

	rs199758150
	DRY
	R1213.50S
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	DRY
	Y1223.51C

	rs1777653302
	PIF
	P2025.50S
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	CWxP
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	CWxP
	C2636.47G
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	CWxP
	W2646.48L
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	CWxP
	P2666.50A
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	CWxP
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	CWxP
	P2666.50L
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	NPxxY
	N3007.49S
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	NPxxY
	N3007.49K
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Supplementary figure 1: River plot demonstrating the demographic distribution of SNVs in TM 1-7. Top panel demonstrates the proportional burden of SNVs in WPR, AR, ROA, SEAR and ER. Bottom panels show the list of SNVs. The ribbons link each region with associated SNVs. Unique SNVs are colour matched with respective WHO region, and shared SNVs are coloured using light grey. 
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Supplementary figure 2: River plot demonstrating the demographic distribution of SNVs in ICL 1-3. Top panel demonstrates the proportional burden of SNVs in WPR, AR, ROA, SEAR and ER. Bottom panels show the list of SNVs. The ribbons link each region with associated SNVs. Unique SNVs are colour matched with respective WHO region, and shared SNVs are coloured using light grey.	
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Supplementary figure 3: River plot demonstrating the demographic distribution of SNVs in ECL 1-3. Top panel demonstrates the proportional burden of SNVs in WPR, AR, ROA, SEAR and ER. Bottom panels show the list of SNVs. The ribbons link each region with associated SNVs. Unique SNVs are colour matched with respective WHO region, and shared SNVs are coloured using light grey.	
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Supplementary figure 4: River plot demonstrating the demographic distribution of SNVs in N-term and C-term domains. Top panel demonstrates the proportional burden of SNVs in each region. Bottom panels list the SNVs. The ribbons link each region with associated SNVs. Unique SNVs are colour matched with respective WHO region, and shared SNVs are coloured using light grey.	
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