-log10(P)
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G0:0048871:
G0:0051345:
G0:0030097:
G0:0040008:
G0O:0072001:
G0:0061024:
G0:0051098:
G0O:0070201:
GO:0007005:
GO0:0006979:

multicellular organismal homeostasis

positive regulation of hydrolase activity
hemopoiesis

regulation of growth

renal system development

membrane organization

regulation of binding

regulation of establishment of protein localization
mitochondrion organization

response to oxidative stress

G0O:0030335: positive regulation of cell migration

G0:0051668: localization within membrane

R-HSA-9679506: SARS-CoV Infections

WP366: TGF-beta signaling pathway

G0O:0006605: protein targeting

G0:0043408: regulation of MAPK cascade

R-HSA-72163: mRNA Splicing - Major Pathway

WP411. mRNA processing

WP5220: Metabolic reprogramming in pancreatic cancer
G0:0043484: regulation of RNA splicing

R-HSA-6798695: Neutrophil degranulation

R-HSA-5663202: Diseases of signal transduction by growth factor receptors and second messengers
G0:0034645: cellular macromolecule biosynthetic process
R-HSA-9006934: Signaling by Receptor Tyrosine Kinases
G0O:0040007: growth

G0:0120035: regulation of plasma membrane bounded cell projection organization
G0O:0010942: positive regulation of cell death

G0O:0070848: response to growth factor

GO:0001501: skeletal system development

G0:0006351: DNA-templated transcription
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G0:0071496:

G0:0009896:

cellular response to external stimulus
positive regulation of catabolic process

M71: PID ILK PATHWAY

G0:0010035:
G0:0031400:
G0:0008285:
G0O:0030162:
G0:0043086:
G0:0007420:
G0O:0001503:
G0:0042176:

response to inorganic substance

negative regulation of protein modification process
negative regulation of cell population proliferation
regulation of proteolysis

negative regulation of catalytic activity

brain development

ossification

regulation of protein catabolic process

WP3925: Amino acid metabolism

G0:0044283:

GO:0005975:
G0O:0071345:
G0:0035239:
G0:0045785:
G0:0010810:

small molecule biosynthetic process
carbohydrate metabolic process
cellular response to cytokine stimulus
tube morphogenesis

positive regulation of cell adhesion
regulation of cell-substrate adhesion

hsa05200: Pathways in cancer

GO:0007507:
G0:0042327:
G0:0008283:
G0O:0009725:
G0:0048729:
G0:0070482:

heart development

positive regulation of phosphorylation
cell population proliferation

response to hormone

tissue morphogenesis

response to oxygen levels

WP4290: Metabolic reprogramming in colon cancer
hsa05014: Amyotrophic lateral sclerosis

G0:0055086: nucleobase-containing small molecule metabolic process
G0O:0061061: muscle structure development

G0:1902532: negative regulation of intracellular signal transduction
G0:0032535: regulation of cellular component size
GO:1901137: carbohydrate derivative biosynthetic process
hsa04810: Regulation of actin cytoskeleton
R-HSA-9675108: Nervous system development
hsa05132: Salmonella infection

R-HSA-109582: Hemostasis

R-HSA-1474244: Extracellular matrix organization
G0O:0016032: viral process

G0O:0097435: supramolecular fiber organization
R-HSA-381119: Unfolded Protein Response (UPR)
G0O:0006457: protein folding

R-HSA-5653656: Vesicle-mediated transport

hsa04141: Protein processing in endoplasmic reticulum
G0:0006886: intracellular protein transport
R-HSA-2262752: Cellular responses to stress

WP3888: VEGFA-VEGFR2 signaling pathway
R-HSA-1280215: Cytokine Signaling in Immune system
G0:2001233: regulation of apoptotic signaling pathway
hsa04144: Endocytosis
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[ ] R-HSA-1280218: Adaptive Immune System
G0O:0080135: regulation of cellular response to stress
[ ] R-HSA-1852241: Organelle biogenesis and maintenance
[ ] G0O:0044770: cell cycle phase transition
R-HSA-453279: Mitotic G1 phase and G1/S transition
hsa04110: Cell cycle
G0O:0051301: cell division
T G0O:0050000: chromosome localization
G0:0090068: positive regulation of cell cycle process
| G0O:0051383: kinetochore organization
Al G0:0045132: meiotic chromosome segregation
WP2361: Gastric cancer network 1
R-HSA-2132295: MHC class Il antigen presentation
— L] G0:0051640: organelle localization
— G0O:0051129: negative regulation of cellular component organization
— G0O:0010638: positive regulation of organelle organization
— G0O:0009792: embryo development ending in birth or egg hatching
G0:0006259: DNA metabolic process
— R-HSA-3700989: Transcriptional Regulation by TP53
N R-HSA-9716542: Signaling by Rho GTPases, Miro GTPases and RHOBTB3
R-HSA-556833: Metabolism of lipids
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