Supplementary Table S3: Fine-mapping results from Susie
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upstream CTC-33909.1
upstream SEPT7P8
upstream SEPT7P8
upstream SEPT7P8
upstream SEPT7P8
upstream SEPT7P8
downstream NLRP12
intron NLRP12
intron NLRP12
intron NLRP12
intron NLRP12
intron NLRP12
intron NLRP12
intron NLRP12
missense NLRP12

5 prime_UTR NLRP12
upstream NLRP12
upstream NLRP12
upstream NLRP12
intergenic NLRP12
upstream FAM109A
intron RP3-473L9.4
upstream SRD5A2
intergenic SRD5A2
intergenic SRD5A2
intergenic SRD5A2
intergenic SRD5A2
intergenic AL133247.3
NA NA
upstream COLEC11
intron MASP1
intron MASP1
intron TSSC1
intron TRAPPC12
intron TRAPPC12
intron TRAPPC12
intron TRAPPC12
intron TRAPPC12
intergenic AC018685.2

intergenic AC011995.1



intergenic
intergenic
intergenic
intron

intron

intron

intron

intron

intron
downstream
downstream
intron

3 _prime_UTR
intron

intron

intron

intron

intron

intron

intron

intron

3 _prime_UTR
intron

intron
intergenic
intergenic
missense
intergenic
downstream

non_coding_transcript_exon

intergenic
intergenic
intergenic
intergenic
intergenic
intergenic
intergenic
intron

NA

NA

NA

NA

intron
intron

NA

AC011995.1
AC011995.1
AC011995.1
LINCO1250
LINCO1250
POLR1B
AC012442.5
AC012442.5
AC012442.5
PSMD3

RP11-387H17.6

CUX2
FAM109A
FAM109A
RP3-473L9.4
RP3-473L9.4
RP3-473L9.4
SH2B3
SH2B3
SH2B3
SH2B3
ATXN2
ATXN2
ATXN2
SLC20A1
NT5DC4
CKAP2L

IL1A

IL1B
RP11-67L14.1
XIAPP3
TBC1D22B
TBC1D22B
TBC1D22B
TBC1D22B
TBC1D22B
TBC1D22B
HLA-DRB5
NA

NA

NA

NA

CFH

CFH

NA



NA NA

intron ZFPM2

intron ZFPM2

intron ZFPM2

intron ZFPM2

intron ZFPM2

intron ZFPM2

intron ZFPM2

intron CFH

intron CFH

intron ZFPM2

intron ZFPM2

downstream NEU1

downstream NEU1

intron EHMT2

missense EHMT2

intron Cc2

intron Cc2

intron Cc2

intron Cc2

intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
intron XXbac-BPG116M5.17
3 prime_UTR NELFE

3 prime_UTR NELFE

missense SKIV2L

intron SKIV2L

splice_region DXO

intron STK19

intron STK19

intron STK19

intron STK19

intron AL645922.1
upstream AL645922.1
upstream C4B

intron C4B

intron KCNT2

intron KCNT2

intron CFH

intron CFH



intron

intron
intergenic

3 _prime_UTR
downstream
intergenic
intergenic
downstream
intron
upstream
intron

intron
downstream
5 prime_UTR
intergenic

non_coding_transcript_exon

intron
intron
intron
intron
intron
intergenic
intron
intron
intergenic
intergenic
intergenic
intergenic
intergenic
upstream
intron
intron
intron
upstream
intron
intron
intron
synonymous
intron
intron
intron
intron
intergenic
upstream
downstream
downstream

CFH

CFH

CFHR3
HLA-DPB1
HLA-DPB2
AC112518.3
AC112518.3
SLC25A48
GS1-39E22.1
HLA-DRB1
HLA-DQA1
HLA-DQA1
HLA-DQA1
SLFN11
RP11-686D22.6
RP11-686D22.5
SLFN12L
SLFN12L
LZTFL1

FYCO1
LINC01405
LINC01405
NPFFR2
NPFFR2
MGATS

MGATS

MGATS

MGATS

MGATS

MGATS

MGATS

MGATS

MGATS
TMEM102
ZBTB4

ZBTB4

ZBTB4

POLR2A

CUX2

CUXx2
ALOX12-AS1
ALOX12
CTD-2545G14.2
CTD-2545G14.2
CTD-2545G14.2
CTD-2545G14.2



intron
upstream
intergenic
downstream
downstream
intron

intron
intergenic
upstream
intergenic
intron

intron
intergenic
intergenic
intergenic
intron
downstream
intron

intron
intergenic
upstream
intergenic
intron
intron
intron
intron
intron
intron
intron
synonymous
intron
intron
intron
intergenic
intergenic
intergenic
upstream
upstream
missense
intron
intron
intron
3_prime_UTR
intron

CLEC10A
CLEC10A
CLEC10A
ASGR2
ASGR2
ASGR2
ASGR2
ASGR2
ASGR2
RPL7AP64
RPL7AP64
SNX17
PPM1G
PPM1G
NRBP1
NRBP1
IFT172
OR5K1
CLDND1
CPOX
RNU6-461P
AC021660.1
RNU6-461P
PDEGA
PDEGA
SLC26A2
HMGXB3
HMGXB3
HMGXB3
HMGXB3
HMGXB3
HMGXB3
HMGXB3
HMGXB3
RNU6-461P
RNU6-461P
CTC-281F24.2
RPL23AP73
RPL23AP73
FBXO39
TEKT1
TEKT1
TEKT1
TEKT1
TEKT1



intron
intron
upstream
upstream
intergenic
intergenic
intergenic
intergenic
upstream
intron
intron
intron
intron
intron
intron
intron

non_coding_transcript_exon

intron
intron
intron
intron
intron
intron
intron
intron
intron
intron

non_coding_transcript_exon

intron

intron

intron
upstream
intron

5 prime_UTR
intron

intron

intron

intron
intergenic
intron

intron

intron
missense
intron
missense
downstream

TEKT1
TEKT1
TEKT1
TEKT1
TEKT1
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12P2
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1
ALOX12-AS1

RP11-530N7.2

ALOX12-AS1
CCR9S
LZTFL1
CCR2
LINC02009
AlM2
AlM2
AlM2
AlM2
AlM2
AlM2
CADM3
CADM3
CADM3
CADM3
CADM3
ACKR1
CADM3



downstream
downstream
intergenic
intergenic
intergenic
intergenic
intergenic
downstream
intron
upstream
intergenic
intron
intron
intergenic
intron
intron
intron
intron
intron
intron
intron
intron
intergenic
intergenic
intergenic
intergenic
intron
intron
intron
intron
intron
intron
intron
upstream
intergenic
intergenic
intron
intron
intron
intron
upstream
intron
intron
missense

CADM3
CADM3
CADM3-AS1
CADM3-AS1
CADM3-AS1
MPTX1
MPTX1
LINCO1565
RPN1

RPN1
MRPL3
CCDC13
CCDC13
RP11-550P17.5
RP11-550P17.5
RP11-550P17.5
RP11-180D21.3
LZTFL1
LZTFL1
LZTFL1
CCR9S

CCR9S
LINC01989
CCL8
AC005549.3
CCL13

ASIC2

ASIC2

ASIC2

ASIC2

ASIC2

ASIC2

ASIC2

ASIC2

ASIC2
AC084809.3
TMEM98
SPACA3
SPACA3
ASIC2

ASIC2

AlM2
CADM3
ACKR1
ACKR1



intergenic
intergenic
upstream
intron
intron
intron
intron
upstream
intron
intron
splice_region
intron

3 _prime_UTR
5 prime_UTR
intron
intron
intron
intergenic
intron
intron
intergenic
intron
intron

intron

intron
downstream
upstream
upstream
upstream
upstream
intergenic

3 prime_UTR
downstream
downstream
intron
missense
intron

intron
downstream
downstream
upstream
intron

intron
upstream

CADM3-AS1
CADM3-AS1
HSPA1A
SLC44A4
SLC44A4
SLC44A4
SLC44A4
SLC44A4

c2
XXbac-BPG116M5.17
XXbac-BPG116M5.17
XXbac-BPG116M5.17
NELFE

DXO

STK19
NAPRT
EEF1D
TSTA3
ZNF623
CCR3

TKT
HLA-DRA
HLA-DRB5
SDAD1
ART3

ART3
NUP54
MYL2

MYL2

MYL2
RP1-46F2.3
LINC01405
SLFN5
SLFN12
BCAM
NECTIN2
APOE
APOC4-APOC2
CLPTM1
HLA-DRB6
HLA-DRB6
RNU1-61P
HLA-DRB1
HLA-DRB1
HLA-DRB1



upstream
intergenic
intergenic
intergenic
intergenic
intergenic
upstream
intron
intron
intron
missense
intron
intergenic
intergenic
downstream
upstream
downstream
upstream
intron
intron
intron
intron
intron
upstream
upstream
intron
intron
upstream
intergenic
intergenic
intergenic
intergenic
upstream
intron
upstream
intron
intron
intron
intron
intron
intron
intron
intron
intron
3_prime_UTR

HLA-DRB1
TBC1D22B
TBC1D22B
TBC1D22B
TBC1D22B
TBC1D22B
HLA-DQA1
HLA-DQA1
HLA-DQA1
HLA-DQA1
HLA-DQA1
HLA-DQB1
TBC1D22B
TBC1D22B
MTCO3P1
CCL18

CCL3
RP1-74B13.2
RP1-74B13.2
CCDC63
CCDC63
CCDC63
MYL2
MYL2
MYL2
RP1-46F2.3
RP1-46F2.3
RP1-46F2.3
LINC01405
LINC01405
LINC01405
LINC01405
RASL10B
GAS2L2
GAS2L2
MMP28
MMP28
MMP28
TAF15
TAF15
HEATR9
HEATR9
CCL5

CCL5
SLFN13



downstream
intergenic
intron
intron
downstream
intergenic
upstream
upstream
missense
intron
intron
upstream
upstream
upstream
upstream
intron
intron
intergenic
intergenic
intergenic
intergenic
downstream
intergenic
3 _prime_UTR
intron
intron
intron
intron
intergenic
intergenic
intron
intron
intron
intron
intron
intron
intron
intergenic
intron
intergenic
upstream
intron
intron
intron
intron
intron

SLFN12L
TKT
CDCP1
CDCP1
RPS24P8
TKT
TLR10
TLR10
TLR1
TLR1
TLR1

RP11-509121.2

SNORD77
SNORD77
ALS2CL
SLC6A20
LZTFL1
TKT

TKT

TKT

TKT
FLT1P1
TKT
CCR1
CCR3
CCR3
CCR3
CCR3
TKT

TKT
C170rf50
HEATR9
AP2B1
AP2B1
UNC45B
UNC45B
UNC45B
SLC35G3

RP11-799D4.4
CTB-186H2.2

CCL23
NFE2
NFE2
COPZ1
COPZ1
COPZ1



intron COPZ1
intron SERPINE2
intron SERPINE2
intron GALNT14
intron CAPN14
upstream CAPN14
upstream EHD3
intron EHD3

- EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3
intron EHD3

NA NA

intron EHD3

3 _prime_UTR EHD3
upstream AL121657.4
downstream AL121657.4
downstream AL121657.4
intergenic XDH
intergenic XDH
downstream XDH

NA NA

NA NA
intergenic RNU6-543P
intergenic RNU6-543P
intergenic RNU6-543P
NA NA
intergenic RNU6-543P
intergenic RNU6-543P
NA NA
intergenic RP11-144G16.1
downstream RP11-144G16.1
downstream RP11-144G16.1
upstream NRBF2

NA NA

intron JMJD1C
intron JMJD1C

NA NA

intron JMJD1C



missense GP6

intron GP6

intron GP6

intron RDH13
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2

- ZFPM2
intron ZFPM2
intron ZFPM2
intron ZFPM2
intron PTPRC
intron PTPRC
downstream RP11-686D22.4
downstream RP11-1094M14.7
intron SLFN12L
intron SLFN12L
upstream SLFN12L
missense SLFN14
intron SLFN14
intergenic CCL1
intergenic ACO011193.1
intergenic ACO011193.1
upstream AC011193.1
intron SLFN12L
downstream SLFN14
intergenic RNU6-543P

downstream RP11-144G16.1



upstream
intron

NA

NA

NA

NA

NA

intron
missense
intron

intron

intron
downstream
NA

intron

NA
downstream
upstream
upstream

non_coding_transcript_exon
non_coding_transcript_exon

intron

intron

intron

intron

intron
missense
upstream
intergenic
downstream
downstream
downstream
downstream
downstream
downstream
downstream
downstream
downstream
downstream
upstream
upstream
upstream
upstream
intron

intron

GP6

RDH13

NA

NA

NA

NA

NA

TMC4
TMC4
MBOAT7
RPS9

RPS9

LILRAG

NA

LILRAG

NA

LILRB5
LILRB5
LILRB5
AC010492.5
RNU6-1307P
AC010492.5
AC010492.5
LILRB2
LILRB2
LILRB2
LILRB2
LILRB2
LILRB2
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC010518.3
AC008984.5
AC008984.7



downstream
downstream
downstream
downstream
downstream
downstream
intron

intron
upstream
upstream
intron
downstream
intron
synonymous
downstream
NA

NA
missense

NA
downstream
downstream
3 _prime_UTR
intron

intron

intron
intergenic
NA

NA

NA

NA

NA
missense
intron

NA

intron

intron

intron
synonymous
intron
upstream
intron

intron
downstream
downstream
downstream

LILRAS
LILRAS
LILRAS
LILRAS
LILRAS
LILRAS
LILRAS
LILRAS
LILRAS
LILRAS
AC008984.2
LILRA4
LILRA4
LILRA4
LAIR1
NA

NA
MATN4
NA
RBPIJL
RBPIJL
SDC4
SDC4
SDC4
SDC4
RP11-323C15.1
NA

NA

NA

NA

NA

PIGT
NECTIN2
NA
NECTIN2
NECTIN2
TOMMA40
TOMMA40
TOMM40
APOC1
APOC1
APOC1
APOC1
APOC1
APOC1



upstream
downstream
upstream
intron
intron
intron
intron
intergenic
intergenic
upstream
intergenic
intergenic
intergenic
intergenic
intergenic
splice_donor
3 prime_UTR
intron
downstream
intron

intron

intron

intron

intron

intron

intron

intron

intron

intron
missense
downstream
upstream
intron

intron

intron

NA

NA

NA

NA

NA
intergenic
NA

NA
downstream

APOC1P1
APOC1P1
APOC4-APOC2
APOC4-APOC2
CLPTM1
RELB

RELB
RNU6-461P
RNU6-461P
AC021660.1
RNU6-461P
AC021660.1
RNU6-461P
RNU6-461P
RNU6-461P
RNU6-461P
ST3GAL6-AS1
ST3GAL6
PIGT
WEFDC2
SPINT3
WFDCS8
WFDCS8
WFDCS8
NAE1

PDP2

PDP2
CDH16
RRAD

CES2

CES4A
CES4A
CES4A
RN7SL543P
CBFB

CBFB

CBFB

NA

NA

NA

NA

NA

ABO

NA

NA

ABO



NA

synonymous

NA

NA

intron

NA

NA

NA

NA

NA
intergenic
intergenic
intergenic
intergenic
intergenic
intergenic
intron
intron
intron
intron
intron
intron
intron
intron

downstream
downstream

missense

3 _prime_UTR
3 prime_UTR

intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron

NA
ABO
NA

NA
ABCA1l
NA

NA

NA

NA

NA

RP11-210L7.1
RP11-210L7.1
RP11-210L7.1
RP11-210L7.1

LINCO0485
LINCO0485
AXIN1
AXIN1
AXIN1
AXIN1
AXIN1
AXIN1
AXIN1
AXIN1
MRPL28
TMEMS8A
MRPL28
TMEMS8A
TMEMS8A
TMEMS8A
DECR2
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3



intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
downstream
intron
intron
intron
intron
upstream
downstream
downstream
downstream
intron
intron
intron
upstream
intron
intron
intron
intron
intron
intron
upstream
downstream
intergenic
intergenic
intron
intron
intron
intron
intron

RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
RAB11FIP3
MED25
PTOV1
IL411

IL411
ATF5
SIGLEC11
VRK3
VRK3
VRK3
VRK3
VRK3
MICB

TNF

SYT3
C190rf81
C190rf81
C190rf81
SHANK1
SHANK1
SHANK1
CLEC11A
CLEC11A
CLEC11A

CTD-2568A17.1

ACPT

CHST11
CHST11
CHST11



intron
intron
intron
intron
intergenic
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intergenic
intergenic
upstream
upstream
intergenic
intergenic
intergenic

CHST11
CHST11
CHST11
CHST11

TKT

TMIE

DUS2

DUS2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MSI2

MYH14
MYH14
MYH14
MYH14

RBBP5

DSTYK
RP11-626120.2
RP11-626120.3
RP11-626120.3
RP11-626120.3
RP11-626120.3
STAB2

STAB2



intron STAB2

intron STAB2
intron STAB2
downstream NT5DC3
intron MYH14
intron KCNC3
intron KCNC3
intron NR1H2
intron NR1H2
intron NR1H2
intron NR1H2
intron CTD-2545M3.6
intron CTD-2545M3.6
intron CTD-2545M3.6
missense MYBPC2
intron MYBPC2
intron MYBPC2
intron MYBPC2
intron FAM71E1l
intron FAM71E1l
intron FAM71E1l
intron FAM71E1l
synonymous EMC10

3 prime_UTR EMC10

3 prime_UTR EMC10
downstream EMC10
downstream EMC10
downstream EMC10
intron ABCA6
intron ABCA10
intron ABCA10
splice_region ABCAS
intron ABCA5
NA NA

NA NA

intron CuUXx2

NA NA

intron CuUXx2
intron CUX2

NA NA

intron RP3-473L9.4
intron SH2B3
intron ATXN2
intron ATXN2

intron ATXN2



intron ATXN2

intron ATXN2
NA NA

NA NA

NA NA

NA NA

NA NA

NA NA

NA NA
intron NRBF2
NA NA
intron JMID1C
intron JMID1C
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH
intron CFH

5 prime_UTR CFHR3

3 prime_UTR RP13-512J5.1
NA NA
intron RP13-512J5.1
NA NA

NA NA
upstream RNASEH1
intergenic RNASEH1-AS1
NA NA
intergenic RPS7
intergenic COLEC11
upstream COLEC11
NA NA

NA NA
intron COLEC11
intron COLEC11
intron COLEC11
intron COLEC11
NA NA
downstream COLEC11
intron ALLC

intron ALLC



NA

intron

NA

NA

NA

NA
intergenic
intergenic
NA

NA
intergenic
NA
intergenic
intron
intron
intron
intron
intron
intron
intron
intron

3 _prime_UTR
intron
intron
intron
missense
downstream
missense
intron

NA

NA
intergenic
intergenic
intergenic
NA

NA
intergenic
intron
intron
intron
intron
intron
intron
intron
synonymous
intron

NA

ALLC

NA

NA

NA

NA

DSG1

DSG1

NA

NA

DSG1

NA

DSG1

KCNT2

CFH

CFH

CFH

CFH

CFH

CFH

DSG4

DSG3
PHLDB3
PHLDB3
XRCC1
PINLYP
PLAUR
PLAUR
PLAUR

NA

NA
RP11-675P14.1
RP11-675P14.1
RP11-675P14.1
NA

NA
RP11-675P14.1
RP13-512J5.1
RP13-512J5.1
RP13-512J5.1
RP13-512J5.1
RP13-512J5.1
RP13-512J5.1
RNASEH1
RNASEH1
RNASEH1



intron
intron
intron

NA
upstream
upstream
intergenic
intergenic
upstream
intron
intron
intron
downstream
intergenic
intergenic
intergenic
intergenic
NA

NA
upstream
upstream
NA

intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron
intron

NA
intergenic
intergenic
NA

intron
intron
intron
intron
intron
intron
intron

RNASEH1
RNASEH1
RNASEH1
NA
RNASEH1
RNASEH1
RPS7
RPS7
RPS7
RPS7
RPS7
RPS7
RPS7
RPS7
RPS7
RPS7
COLEC11
NA

NA
COLEC11
COLEC11
NA
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
COLEC11
NA

ALLC
ALLC

NA

ALLC
ALLC
ALLC
ALLC
ALLC
ALLC
ALLC



NA

intron

intron

NA

intron

NA

5 prime_UTR
intron
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