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Materials and Methods 
The qPCR analysis was performed using a CFX96 Touch (Biorad, Hercules, CA, USA) insturment. The cycling times were 5 min initial denaturation at 95℃, followed by 40 cycles of denaturation at 95℃ for 30 s and annealing according to Table S1 for 30 s, and extension at 72℃ for 30 s. A 20 L reaction mixture contained 10 L of 2×Power SYBRGreen FastFire qPCR PreMix (Tiangen, Beijing, China), 0.2 L each primer (10 M), 1 L of template DNA and 8.6 L of ddH2O. Samples were analyzed in triplicate independent qPCR runs that included a standard curve and negative control in every run. The standard curve (R2>0.98) was generated by using the known amount of template DNA to calculated the amount of target DNA in the unknown sample, and the amplification efficiency was controlled at 100%±10%. 































Fig. S1. The relative abundance of TCB and ARB during composting. (a) T0; (b) T1; (c) T2; (d) T3; (e) T4; (f) T5.
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Fig. S2. TCB present in the composting process. The bar chart indicates the total number of species in each group at the selected taxonomic level. Lower; abscissa indicates the number of common or unique groups, and the length of the horizontal column above represents the corresponding number of species.


Table S1 Physical and chemical properties of raw materials used for composting
	Characteristics
	　
	Materials
	　

	
	Swine manures
	Cornstalk
	Coconut shell powder

	pH
	8.56±0.01
	6.40±0.03
	5.07±0.04

	Moisture (%)
	11.13±0.12
	6.75±0.23
	8.58±0.15

	 EC (ms/cm)            3.75±0.14
	3.26±0.04
	2.28±0.08

	Total carbon (%)
	46.51±1.11
	73.13±1.10
	49.61±2.03

	Total nitrogen (%)
	3.13±0.14
	0.94±0.01
	0.47±0.03

	C:N
	14.86±0.58
	77.8±1.11
	103.46±8.75






Table S2 qPCR primers used in this study 
	Target Genes
	Sequence
	Amplicon length
	Annealing  temperature(℃)
	Reference

	tetA
	GCTACATCCTGCTTGCCTTC
	210
	57
	[1]

	
	CATAGATCGCCGTGAAGAGG
	
	
	

	tetO
	ACGGARAGTTTATTGTATACC
	171
	53
	[2]

	
	TGGCGTATCTATAATGTTGAC
	
	
	

	tetW
	GAGAGCCTGCTATATGCCAGC
	168
	55
	[2]

	
	GGGCGTATCCACAATGTTAAC
	
	
	

	tetX
	AGCCTTACCAATGGGTGTAAA
	278
	55
	[3]

	
	TTCTTACCTTGGACATCCCG
	
	
	

	tetG
	TTATCGCCGCCGCCCTTCT
	133
	60
	[4]

	
	TCATCCAGCCGTAACAGAAC
	
	
	

	sul1
	CACCGGAAACATCGCTGCA
	158
	58
	[5]

	
	AAGTTCCGCCGCAAGGCT
	
	
	

	sul2
	CTCCGATGGAGGCCGGTAT
	190
	58
	[6]

	
	GGGAATGCCATCTGCCTTGA
	
	
	

	intI1
	GGCTTCGTGATGCCTGCTT
	146
	58
	[6]

	
	CATTCCTGGCCGTGGTTCT
	
	
	

	intI2
	GTTATTTTATTGCTGGGATTAGGC
	164
	55
	[6]

	
	TTTTACGCTGCTGTATGGTGC
	
	
	

	qnrA
	AGGATTTCTCACGCCAGGATT
	124
	55
	[7]

	
	CCGCTTTCAATGAAACTGCAA
	
	
	

	qnrS
	GTATAGAGTTCCGTGCGTGTGA
GGTTCGTTCCTATCCAGCGATT
	189
	58
	[8]

	ermC
	TTTGAAATCGGCTCAGGAAAA
	84
	55
	[9]

	
	ATGGTCTATTTCAATGGCAGTTACG
	
	
	

	ermA
	TTGAGAAGGGATTTGCGAAAAG
ATATCCATCTCCACCATTAATAGTAAACC
	76
	58
	[9]

	lnuA
	TGACGCTCAACACACTCAAAAA
TTCATGCTTAAGTTCCATACGTGAA
	100
	55
	[9]

	floR
	ATTGTCTTCACGGTGTCCGTTA
CCGCGATGTCGTCGAACT
	61
	55
	[10]







Table S3 The remove rate of the absolute abundance of ARGs after the swine manure was composted of different times (Day 7, 21, 35) when compared with their initial content in raw material
	Time (Days)
	Treatments
	


	
	tetracycline resistance
genes (%)
	sulfonamide resistance
genes (%)
	lincomycin resistance genes (%)
	quinolone resistance
genes (%)
	integrons (%)
	multiple resistance 
genes (%)

	
	
	tetA
	tetG
	tetO
	tetW
	tetX
	sul1
	sul2
	ermA
	ermC
	lnuA
	qnrA
	qnrS
	intI1
	intI2
	floR

	
	T0
	43.10±0.98a
	46.28±0.46c
	78.13±1.62cd
	50.00±3.78d
	85.77±1.34bc
	44.90±7.62bc
	89.00±2.42b
	73.57±5.15a
	82.08±1.40bc
	87.21±1.74bc
	80.38±4.67b
	51.75±2.10b
	60.19±3.02b
	88.46±0.37bc
	67.33±2.73a

	
	T1
	57.84±3.15bc
	60.21±1.28d
	65.61±1.81b
	33.40±4.51c
	82.05±3.07ab
	52.67±2.95cd
	66.96±5.83a
	74.90±0.52a
	82.49±1.36bc
	90.36±1.05c
	89.68±0.18c
	60.85±2.33c
	67.80±1.49c
	90.48±0.74c
	67.07±1.21a

	7
	T2
	65.15±3.57cd
	41.17±0.31b
	71.89±4.00bc
	11.88±2.98ab
	78.98±1.92a
	25.76±5.54a
	67.53±5.57a
	70.77±3.47a
	72.70±5.00ab
	83.16±1.87b
	85.37±1.58bc
	72.98±2.38d
	48.83±3.67a
	82.31±1.33a
	71.97±6.53a

	
	T3
	67.85±2.76d
	46.28±2.23c
	72.07±0.15bc
	20.80±4.00b
	83.10±0.63ab
	37.85±2.16ab
	85.43±2.81b
	64.62±4.04a
	85.99±3.53c
	82.74±1.25b
	87.00±1.15bc
	75.36±2.21d
	70.46±1.94c
	89.18±0.55bc
	70.00±1.69a

	
	T4
	43.49±1.11a
	58.22±1.91d
	82.59±1.07d
	74.81±2.43e
	91.00±0.71d
	60.68±3.17d
	86.34±1.57b
	84.27±1.62b
	88.10±0.54c
	90.49±0.68c
	79.80±3.18b
	61.38±1.74c
	69.55±1.53c
	90.45±1.61c
	70.52±2.93a

	
	T5
	51.31±3.10b
	26.03±0.94a
	55.47±5.72a
	8.82±3.96a
	88.93±1.00cd
	57.85±3.70cd
	83.51±1.73b
	71.74±2.15a
	66.73±4.65a
	77.63±2.01a
	40.47±0.40a
	28.03±1.80a
	46.10±0.93a
	87.30±0.61a
	63.27±1.12a

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	T0
	65.23±6.69a
	50.41±1.28a
	86.64±2.74abc
	72.19±6.94abc
	91.18±1.88a
	63.39±6.87a
	94.01±1.90ab
	86.38±4.58ab
	88.98±2.21ab
	93.45±2.06ab
	88.02±3.25a
	75.52±7.24a
	77.99±5.58ab
	91.29±0.99bc
	76.38±3.15a

	
	T1
	73.97±5.25ab
	50.96±3.46a
	79.84±4.38a
	64.21±9.56ab
	88.76±2.59a
	63.87±3.70a
	82.63±5.49a
	86.69±3.56ab
	88.46±2.07ab
	94.88±1.45ab
	91.76±0.85ab
	80.08±5.90a
	82.22±4.42ab
	93.43±1.13c
	77.59±3.74ab

	21
	T2
	78.48±4.40abc
	46.44±1.60a
	84.77±4.33ab
	50.49±11.74a
	86.19±2.36a
	50.77±8.00a
	81.76±5.09a
	85.05±4.61a
	83.19±3.96a
	91.42±2.64a
	91.31±1.97ab
	86.37±4.19ab
	70.09±6.66a
	84.25±1.06a
	80.53±4.22abc

	
	T3
	92.25±0.97c
	69.49±1.69b
	93.04±0.58bc
	92.66±1.22bc
	92.60±1.62a
	85.73±4.63b
	96.28±0.65b
	97.70±0.25ab
	97.49±0.86b
	99.38±0.30b
	98.48±0.33b
	99.65±0.15b
	94.27±1.05b
	93.75±1.47c
	92.14±0.96c

	
	T4
	86.38±1.44bc
	74.55±1.39bc
	98.14±0.22c
	95.48±0.56c
	91.83±2.72a
	84.10±2.05b
	97.42±1.06b
	99.18±0.06b
	96.80±0.14b
	99.75±0.02b
	97.34±0.47b
	99.68±0.01b
	93.28±1.34b
	89.06±2.37b
	85.25±1.88abc

	
	T5
	88.35±2.35bc
	81.00±2.67c
	97.62±0.10c
	93.8±0.66bc
	91.83±2.73a
	87.38±1.39b
	98.85±0.42b
	99.11±0.42b
	96.89±0.81b
	99.85±0.05b
	95.19±2.13ab
	99.79±0.02b
	90.52±1.18b
	94.59±1.47c
	88.55±1.00bc

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	T0
	86.82±3.70a
	29.71±2.41a
	95.69±0.41b
	74.30±5.03ab
	91.56±2.05a
	88.26±2.29b
	97.31±0.79cd
	99.27±0.17b
	84.91±5.25a
	99.60±0.12ab
	87.67±5.64a
	98.02±0.89a
	94.86±1.54a
	90.62±.57ab
	76.50±5.33ab

	
	T1
	89.23±0.73ab
	53.61±0.59b
	94.48±1.77ab
	65.90±1.66a
	90.45±0.41a
	81.36±2.05ab
	94.40±0.37ab
	98.89±0.15b
	90.33±1.49ab
	99.57±0.06ab
	91.19±1.15ab
	98.97±0.07ab
	94.44±0.57a
	91.22±1.05ab
	73.03±2.55a

	35
	T2
	93.94±0.55b
	68.34±3.29c
	95.09±0.71b
	78.01±2.73bc
	87.84±1.94a
	80.13±2.42a
	92.74±1.25a
	99.22±0.22b
	95.76±0.33b
	99.59±0.14ab
	95.89±0.68b
	99.79±0.05b
	94.74±1.28a
	94.24±0.71b
	87.93±3.04c

	
	T3
	92.91±0.62b
	49.39±6.32b
	93.00±0.51a
	82.29±3.89bc
	87.86±1.95a
	85.91±2.36ab
	95.69±0.48bcd
	98.25±0.21a
	96.34±0.82b
	99.37±0.16a
	98.08±0.23b
	99.56±0.09b
	94.85±0.55a
	92.14±1.27ab
	85.80±1.99bc

	
	T4
	86.06±1.70a
	70.41±1.45c
	97.82±0.40c
	84.44±3.78bc
	91.73±1.80a
	81.18±2.77ab
	95.25±1.09abc
	99.01±0.15b
	93.09±1.78b
	99.63±0.05ab
	91.46±2.43ab
	98.46±0.64ab
	93.28±0.88a
	86.57±2.20a
	74.17±3.73a

	
	T5
	91.44±1.62ab
	72.61±2.86c
	98.05±0.25c
	88.90±2.68c
	90.72±1.85a
	88.24±1.40b
	98.12±0.33d
	99.30±0.22b
	96.04±0.7b
	99.79±0.03b
	96.06±1.09b
	99.49±0.12b
	92.63±0.93a
	92.50±1.17b
	84.66±1.80bc
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