Supplemental table: Information on 45 genes
	Gene name(n=45)
	Region
	Types
	Function
	Reference

	ADCYAP1
	18p11.32
	protein-coding
	transcription and translation
	24

	AJAP1
	1p36.32
	protein-coding
	cell adhesion
	15,20,21

	ANKRD18CP
	9q22.33
	pseudo
	-
	3,12

	APC
	5q22.2
	protein-coding
	multiple signaling pathways
	25,26

	ASTN1
	1q25.2
	protein-coding
	cell adhesion
	2,16

	CADM1
	11q23.3
	protein-coding
	cell adhesion
	1,9,18

	CCNA2
	4q27
	protein-coding
	cell cycle
	26

	CDH1
	16q22.1
	protein-coding
	cell adhesion
	26,27

	CDH13
	16q23.3
	protein-coding
	cell adhesion
	25,26

	CDH6
	5p13.3
	protein-coding
	cell adhesion
	12

	CDKN2A
	9p21.3
	protein-coding
	cell cycle
	25,27

	eDAPK1
	9q21.33
	protein-coding
	cell cycle
	25,26

	DLX1
	2q31.1
	protein-coding
	transcription and translation
	2,16

	EPB41L3
	18p11.31
	protein-coding
	cell adhesion
	3,12,13,19

	FANCI
	15q26.1
	protein-coding
	multiple signaling pathways
	29

	FHIT
	3p14.2
	protein-coding
	multiple signaling pathways
	26

	GATA4
	8p23.1
	protein-coding
	cell cycle
	12

	GFRA1
	10q25.3
	protein-coding
	multiple signaling pathways
	12

	HS3ST2
	16p12.2
	protein-coding
	cell adhesion
	15,20,21

	JAM3
	11q25
	protein-coding
	cell adhesion
	3,12,13,19

	KCNIP4
	4p15.3-p15.2
	protein-coding
	multiple signaling pathways
	12

	LHX8
	1p31.1
	protein-coding
	transcription and translation
	12

	LMX1A
	1q23.3
	protein-coding
	transcription and translation
	25

	MAL
	2q11.1
	protein-coding
	cell adhesion
	1,9,18,23

	MIR124-1
	8p23.1
	ncRNA
	transcription and translation
	22,23,23

	MIR124-2
	8q12.3
	ncRNA
	transcription and translation
	22,23,24

	MIR124-3
	20q13.33
	ncRNA
	transcription and translation
	22,23,25

	PAX1
	20p11.22
	protein-coding
	cell cycle
	4,7,11,14,20,21,25

	PCDHA13
	5q31.3
	protein-coding
	cell adhesion
	28

	PCDHA4
	5q31.3
	protein-coding
	cell adhesion
	28

	POU4F3
	5q32
	protein-coding
	transcription and translation
	15,20,21

	RARB
	3p24.2
	protein-coding
	transcription and translation
	25,26

	RNASEH2A
	19p13.13
	protein-coding
	transcription and translation
	30

	RUBCNL
	13q14.13
	protein-coding
	multiple signaling pathways
	12

	RXFP3
	5p13.2
	protein-coding
	multiple signaling pathways
	2,16

	SLIT2
	4p15.31
	protein-coding
	multiple signaling pathways
	25,26

	SOX1
	13q34
	protein-coding
	transcription and translation
	4,7,14,20,21

	SOX17
	8q11.23
	protein-coding
	transcription and translation
	2,16

	ST6GALNAC5
	1p31.1
	protein-coding
	cell adhesion
	12

	TAFA4
	3p14.1
	protein-coding
	transcription and translation
	1,5,6,10,22

	TERT
	5p15.33
	protein-coding
	cell cycle
	12,13,19

	TIMP3
	22q12.3
	protein-coding
	cell adhesion
	26

	WIF1
	12q14.3
	protein-coding
	multiple signaling pathways
	25

	ZNF671
	19q13.43
	protein-coding
	transcription and translation
	2,16

	ZSCAN1
	19q13.43
	protein-coding
	transcription and translation
	3,12





Supplemental table shows the region of these 45 human methylated genes in the chromosome, their genotype, their function, and what literature they came from. These human methylated genes associated with cervical lesions included genes that involved in cell cycle & adhesion, cellular transcription and translation, and multiple cellular signaling pathways.


