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Supporting information
[bookmark: _Hlk67519423]Supplementary Table 1—Plasmids this study.
Supplementary Table 2—List of primer sequences this study.
Supplementary Figure 1—HPLC-MS in negative ion mode for 3,4-DHBA verification by strain E-C4-01. 3,4-DHBA (C4H8O4) was corresponded to the retention time of 1.0 min and the peak of 119.03 Da.
Supplementary Figure 2—SDS-PAGE analysis of target proteins of the engineered strains. Lane 1: whole cell of E-C4-02; Lane 2: whole cell of E-01-C4; Lane 3: whole cell of E-02-C4; Lane 4: whole cell of E-03-C4; Lane 5: whole cell of E-04-C4; Lane 6: whole cell of E-05-C4. M: protein molecular weight marker.

Supplementary Table 1
	Plasmids
	Description
	Source

	pET28a
	T7 promoter, pBR322 ori and F1 ori, Kanr
	Our laboratory

	pE01
	pET28a harboring E. coli yagF and P. putida PpmdlC
	This study

	pE02
	[bookmark: _Hlk68032445]pET28a harboring fusion gene of E. coli yagF and P. putida PpmdlC
	This study

	pACYC184
	T7 promoter, p15A ori, Chlr
	Our laboratory

	pA01
	pACYC184 harboring E. coli yneI and B. subtilis gdh
	This study

	pA02
	pACYC184 harboring G. oxydans gox0499 and B. subtilis gdh
	This study

	pA03
	pACYC184 harboring G. oxydans gox1122 and B. subtilis gdh
	This study

	pCas
	araBAD promoter, pSC101 ori, containing Cas9 gene, Kanr
	Our laboratory

	pTargetT
	tac promoter, containing gRNA scaffold, LSr
	Our laboratory




Supplementary Table 2
	Primers
	Primers sequences

	pET28a-liner-F
	TTCGCAAAGTCGTGACCGCCTATCGATCCCGCGAAATTAA

	pET28a-liner-R
	AGCCTGTCCATCAGCTTGTCGATCTCGATCCTCTACGC

	T7-F
	GACAAGCTGATGGACAGGCTGAGATCTCGATCCCGCGAAA

	T7ter-R
	TAGGCGGTCACGACTTTGCGAACCGGATATAGTTCCTCCTTTC

	184-FL-F
	TGACAGCTTATCATCGATAAGCTTAGATCTCGATCCCGCGAAAT

	184-FL-R
	TGATAAACTACCGCATTAAAGCTTGATATAGTTCCTCCTTTCAG

	pTargetT-C
	CGAGTCAGTGAGCGAGGAA

	pTargetT-R
	CTGAAACCGCTGCGGCGATG

	[bookmark: OLE_LINK21][bookmark: OLE_LINK22]xylA-sgrna-F
	GGTTCTGTCGACGCCAACCGGTTTTAGAGCTAGAAATAGCAAGTT

	ghrA-sgrna-F
	CCGAATACCCCTGAAACCGTGTTTTAGAGCTAGAAATAGCAAGTT

	ghrB-sgrna-F
	GATGAGACGCATCATCTGTTGTTTTAGAGCTAGAAATAGCAAGTT

	adhP-sgrna-F
	CAATGATGAGCAGTTAAAACGTTTTAGAGCTAGAAATAGCAAGTT
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