[bookmark: OLE_LINK92][bookmark: OLE_LINK93]Supplementary Figure 1. Multivariate COX regression analysis of ER-posotive BC clinical data in TCGA database.

[bookmark: OLE_LINK90][bookmark: OLE_LINK91][bookmark: OLE_LINK482][bookmark: OLE_LINK483]Supplementary Figure 2. TRIM8 overexpression decreased MCF7 cells proliferation and migration. 
(A) CCK8 assay of MCF7. (B) Clone formation assay of MCF7. (C) Wound-healing assay of MCF7. 
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[bookmark: OLE_LINK131][bookmark: OLE_LINK132][bookmark: OLE_LINK388][bookmark: OLE_LINK389]Supplementary Figure 3. TRIM8 overexpression decreases ERα protein and target gene levels in MCF7 cells. 
(A) TRIM8 and ERα protein expression were determined by western blot. Actin was used as an internal control. (B) ERα target genes expression (GREB1, PS2, and CCND1) were determined by qRT-PCR. Three replicates were set for each group, and the experiment was repeated three times. 36B4 was used as an internal control. 
*, P value < 0.05; **, P value < 0.01; ***, P value < 0.001; ****, P value < 0.0001.

Supplementary Figure 4. TRIM8 overexpression did not affect the mono-ubiquitination of ERα. 
HEK293 cells were transfected with Flag-ERα plasmid, HA-K0 plasmid, and GFP-TRIM8 plasmid. Anti-Flag antibody was used for COIP, and Anti-HA antibody was used for western blot analysis to detect ERα mono-ubiquitination.
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