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Fig. S2

2000bp
1000bp

750bp
500bp

250bp
100bp

IR RARL

Marker PRDX1-KO mice

PRDX1” 476bp

kegg_pathway EE58E

Pathways in cancer -
Colorectal cancer
Hippo signaling pathway —

Cell cycle —

Ferroptosis|{

PI3K-Akt signaling pathway —

Gastric cancer

HIF-1 signaling pathway —

Proteasome

Hippo signaling pathway - multiple speci...

Ubiquitin mediated proteolysiq

Apoplosis - 1Ty -

Apoptosis -

Oxidative phosphorylation|

Peroxisome —

T T T

O 02 0% 0% 0o

Rich Ratio

m

Qvalue
0.2

0.4
0.6
0.8

1

Gene Number
e 1

@3

@ 16

@

‘|p3o



Fig. S3
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