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Table S1. Results obtained by FBA, cFBA and SteadyCom algorithms for commensal-competitive community
	Community
	
	Exchange fluxes (mmol/h)

	Run
 code
	 
(1/h)
	xm1*
	
	C from m1
	
	C to m2
	
	F
	
	G

	
	
	SC
	cFBA
	
	SC
	cFBA, FBA
	
	SC
	cFBA, FBA
	
	SC
	cFBA, FBA
	
	SC
	cFBA, FBA

	T4-1
	1
	1
	0.5-1
	
	1
	0.5-1, 0.5
	
	0
	0.5-0, 0.5
	
	1
	0.5-1, 0.5
	
	0
	0.5-0, 0.5

	T4-2
	2
	1
	
	1
	
	0
	
	2
	
	0

	T4-3
	1.5
	0.33
	
	0.5
	
	0.5
	
	0.5
	
	1

	* xm1 refers to mass fraction of m1 in SteadyCom and cFBA







Table S2. Results obtained by FBA, cFBA and SteadyCom algorithms for mutualistic-competitive community
	Community
	
	Fluxes (mmol/h)

	Run code
	µ(1/h)
	xm1*
	
	Exchange
	
	Biomass formation

	
	
	cFBA
	SC**
	
	C to m2
	
	D to m1
	
	F
	
	G

	
	
	
	
	
	cFBA
	SC
	FBA
	
	cFBA
	SC
	FBA
	
	cFBA
	SC
	FBA
	
	cFBA
	SC
	FBA

	T5-1
	0.5
	0.0005-0.9995
	0.9995
	
	0.49975-0.00025
	0.00025
	0
	
	0.00025-0.49975
	0.49975
	0.5
	
	0.00025-0.49975
	0.49975
	0.5
	
	0.49975-0.00025
	0.00025
	0

	T5-2
	FBA=1, 
cFBA & SC=0.9995
	0.9995
	
	0.0005
	0
	
	0.4995
	0.5
	
	0.999
	1
	
	0.0005
	0

	T5-3
	FBA=1,
cFBA & SC=0.9995
	0.0005
	
	0.4995
	0.5
	
	0.0005
	0
	
	0.0005
	0
	
	0.999
	1

	* xm1 refers to mass fraction of m1 in SteadyCom and cFBA; **SC: SteadyCom



