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[bookmark: OLE_LINK129][bookmark: OLE_LINK82][bookmark: OLE_LINK78][bookmark: OLE_LINK97][bookmark: OLE_LINK1][bookmark: OLE_LINK79][bookmark: OLE_LINK81][bookmark: OLE_LINK80]Supplementary Fig. 1 The interactions and combinations analysis of four tiller number QTLs. (A-B) The effect of pairwise combinations of QTL haplotypes in the population on total tiller number (A) and productive tiller number (B). With population structure as a covariate, ANCOVA was used to analyze the interaction effects between different haplotype combinations. Different letters indicate statistical significance, which is determined by two-sided Dunn’s Kruskal–Wallis test (P < 0.05). The numbers at the bottom of the box-plot represent average values and standard error of tiller number. 2D.1a2D.2a refers QTTN-2D.1a and QT(P)TN-2D.2a. 2D.1a2D.2b refers QTTN-2D.1a and QT(P)TN-2D.2b. 2D.1b2D.2a refers QTTN-2D.1b and QT(P)TN-2D.2a. 2D.1b2D.2b refers QTTN-2D.1b and QT(P)TN-2D.2b. The same abbreviation rule for other genotypes. The number in parentheses indicates the number of wheat cultivars.
[bookmark: _GoBack][bookmark: OLE_LINK95][bookmark: OLE_LINK134][image: 附图2_画板 1]Supplementary Fig. 2 The effects of four low-tiller number QTLs on different agronomic traits. SL, spike length; PH, plant height; PL, peduncle length; FLAN, flag leaf angle; FLL, flag leaf length. G indicates resampling GWAS on yield traits and plant structure traits. * and ** indicate Student's t-test P < 0.05 and P < 0.01, respectively. The numbers under box indicate the average value of haplotype A or haplotype B. The percentage present the ratio of (the phenotypic of haplotype B-the phenotypic of haplotype A)/the phenotypic of haplotype A×100%.
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