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Supplementary Fig. S1: The distribution of isoform number of circRNA genes across eleven 
tissues. For each tissue, the percentage of circRNA genes with single isoforms and multiple isoforms 
was averaged by the three biological replicates. 
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Supplementary Fig. S2: The overlap of circRNA genes with five or more isoform types across 
biological replicates for each tissue. 
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Supplementary Fig. S3: The overlap of circRNA genes found across biological replicates for each 
tissue. 
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