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	Target name
	Forward (5’-3’)
	Reverse (5’-3’)

	IL6
	TACCCCCAGGAGAAGATTCC
	TTTTCTGCCAGTGCCTCTTT

	CXCL8
	GTGCAGTTTTGCCAAGGAGT
	CTCTGCACCCAGTTTTCCTT

	IL1α
	AATGACGCCCTCAATCAAAG
	[bookmark: _GoBack]TGGGTATCTCAGGCATCTCC

	IL1β
	GGGCCTCAAGGAAAAGAATC
	TTCTGCTTGAGAGGTGCTGA

	CXCL1
	AGGGAATTCACCCCAAGAAC
	TGGATTTGTCACTGTTCAGCA

	CXCL3
	GCAGGGAATTCACCTCAAGA
	GGTGCTCCCCTTGTTCAGTA

	MMP3
	GCAGTTTGCTCAGCCTATCC
	GAGTGTCGGAGTCCAGCTTC

	GM-CSF
	CCCCAGTCACCTGCTGTTAT
	TGGAATCCTGAACCCACTTC

	BCL-2
	GAGGATTGTGGCCTTCTTTG
	ACAGTTCCACAAAGGCATCC

	BCL-XL
	TCGTCCATTCGTCTATGACGC
	TGGATGTAGTTCCGGAAGG

	BCL-W
	GAGCCATATAGTTCCTTGGGA
	TAGAATAAGTGGGGAGTGGGA

	BAK
	TGAGTACTTCACCAAGATTCA
	AGTCAGGCCATGCTGGTAGAC

	BAX
	TTTGCTTCAGGGTTTCATCC
	CAGTTGAAGTTGCCGTCAGA

	BIM
	GCCGCCACTACCACCACTT
	AACCGAATACCGCGATGATG

	NOXA
	ACCAAGCCGGATTTGCGATT
	ACTTGCACTTGTTCCTCGTGG

	PUMA
	GACGACCTCAACGCACAGTA
	CACCTAATTGGGCTCCATCT

	HRK
	AGCAACAGGTTGGTGAAAACC
	AGCATTGGGGTGTCTGTTTCT

	BMF
	CCCTCCTTCCCAATCGAGTC
	CAGTAGGCTCTGGGCAAACA

	RPL13A 
	GTACGCTGTGAAGGCATCAA
	CGCTTTTTCTTGTCGTAGGG

	p16 (Mm)
	TCAACTACGGTGCAGATTCG
	TCGCACGATGTCTTGATGTC

	p21 (Mm)
	CGGTGGAACTTTGACTTCGT
	CAGGGCAGAGGAAGTACTGG

	Il6 (Mm)
	AGTTGCCTTCTTGGGACTGA
	TCCACGATTTCCCAGAGAAC

	Il1α (Mm)
	AAGTCTCCAGGGCAGAGAGG
	CTGATTCAGAGAGAGATGGTCAA

	Il1β (Mm)
	GCCCATCCTCTGTGACTCAT
	AGGCCACAGGTATTTTGTCG

	Mmp3 (Mm)
	CAGACTTGTCCCGTTTCCAT
	GGTGCTGACTGCATCAAAGA

	Csf2 (Mm)
	GGCCTTGGAAGCATGTAGAG
	CCGTAGACCCTGCTCGAATA

	Cxcl1 (Mm)
	GCTGGGATTCACCTCAAGAA
	TGGGGACACCTTTTAGCATC

	[bookmark: OLE_LINK6][bookmark: OLE_LINK7]Rps16 (Mm)
	GGCAATGGTCTCATCAAGGT
	TCTCCTTCTTGGAAGCCTCA

	Gapdh (Mm)
	AACTTTGGCATTGTGGAAGG
	ACACATTGGGGGTAGGAACA
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Target  name  Forward (5’ - 3’)  Reverse (5’ - 3’)  

IL6  TACCCCCAGGAGAAGATTCC  TTTTCTGCCAGTGCCTCTTT  

CXCL8  GTGCAGTTTTGCCAAGGAGT  CTCTGCACCCAGTTTTCCTT  

IL1α  AATGACGCCCTCAATCAAAG  TGGGTATCTCAGGCATCTCC  

IL1β  GGGCCTCAAGGAAAAGAATC  TTCTGCTTGAGAGGTGCTGA  

CXCL1  AGGGAATTCACCCCAAGAAC  TGGATTTGTCACTGTTCAGCA  

CXCL3  GCAGGGAATTCACCTCAAGA  GGTGCTCCCCTTGTTCAGTA  

MMP3  GCAGTTTGCTCAGCCTATCC  GAGTGTCGGAGTCCAGCTTC  

GM - CSF  CCCCAGTCACCTGCTGTTAT  TGGAATCCTGAACCCACTTC  

BCL - 2  GAGGATTGTGGCCTTCTTTG  ACAGTTCCACAAAGGCATCC  

BCL - XL  TCGTCCATTCGTCTATGACGC  TGGATGTAGTTCCGGAAGG  

BCL - W  GAGCCATATAGTTCCTTGGGA  TAGAATAAGTGGGGAGTGGGA  

BAK  TGAGTACTT CACCAAGATTCA  AGTCAGGCCATGCTGGTAGAC  

BAX  TTTGCTTCAGGGTTTCATCC  CAGTTGAAGTTGCCGTCAGA  

BIM  GCCGCCACTACCACCACTT  AACCGAATACCGCGATGATG  

NOXA  ACCAAGCCGGATTTGCGATT  ACTTGCACTTGTTCCTCGTGG  

PUMA  GACGACCTCAACGCACAGTA  CACCTAATTGGGCTCCATCT  

HRK  AGCAACAGGTTGGTGAAAACC  AGCATTGGGGTGTCTGTTTCT  

BMF  CCCTCCTTCCCAATCGAGTC  CAGTAGGCTCTGGGCAAACA  

RPL13A    GTACGCTGTGAAGGCATCAA  CGCTTTTTCTTGTCGTAGGG  

p16 (Mm)  TCAACTACGGTGCAGATTCG  TCGCACGATGTCTTGATGTC  

p21 (Mm)  CGGTGGAACTTTGACTTCGT  CAGGGCAGAGGAAGTACTGG  

I l 6 (Mm)  AGTTGCCTTCTTGGGACTGA  TCCACGATTTCCCAGAGAAC  

I l 1 α  (Mm)  AAGTCTCCAGGGCAGAGAGG  CTGATTCAGAGAGAGATGGTCA A  

I l 1β (Mm)  GCCCATCCTCTGTGACTCAT  AGGCCACAGGTATTTTGTCG  

M mp 3  (Mm)  CAGACTTGTCCCGTTTCCAT  GGTGCTGACTGCATCAAAGA  

C sf 2 (Mm)  GGCCTTGGAAGCATGTAGAG  CCGTAGACCCTGCTCGAATA  

C xcl 1  ( Mm)  GCTGGGATTCACCTCAAGAA  TGGGGACACCTTTTAGCATC  

R ps 16  (Mm)  GGCAATGGTCTCATCAAGGT  TCTCCTTCTTGGAAGCCTCA  

G apdh   (Mm)  AACTTTGGCATTGTGGAAGG  ACACATTGGGGGTAGGAACA  

 

