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	Gene
	Fold Change
	Adjusted 
p value

	Cytotoxicity
	3.354
	0.000003928

	PD-L2
	2.523
	0.000003928

	IDO1
	5.423
	0.000006254

	IFN Gamma
	3.480
	0.000007096

	TIS
	2.975
	0.000007096

	DC
	2.590
	0.000008625

	IL2RG
	3.040
	0.000008625

	MHC2
	2.435
	0.00001015

	Cytotoxic Cells
	2.768
	0.00001335

	TIGIT
	2.681
	0.00009509

	Exhausted CD8
	2.181
	0.0001579

	Lymphoid
	2.215
	0.0001713

	NK Cells
	2.076
	0.00036

	PD-L1
	2.253
	0.0004284

	Treg
	2.001
	0.0004284

	CTLA4
	2.650
	0.0004662

	APM
	1.784
	0.000577

	CD45
	1.961
	0.001361

	T Cells
	2.342
	0.001442

	Immunoproteasome
	1.785
	0.001897

	PD-1
	1.966
	0.002013

	CD8 T Cells
	2.186
	0.002301

	TH1 Cells
	1.787
	0.003286

	IFN Downstream
	1.665
	0.004621

	JAK3
	1.786
	0.004683

	FYN
	1.455
	0.005905

	Proliferation
	0.722
	0.008824

	Myeloid
	1.424
	0.01307

	Endothelial Cells
	1.392
	0.01344

	IL7R
	2.007
	0.02516

	Mast Cells
	1.955
	0.03658

	NK CD56dim
	1.524
	0.04699

	Stroma
	1.430
	0.04863




