Lungtissue  Lungtissue  Lung homogenate  Lung homogenate
Mean sp ™ so

Phylum Genus
Firmicutes Lactobacillus 3.36e-01 2.506-01 6.93¢-01 421e:01
Proteobacteria  Curvibacter 1.826-01 274601 9.50e-03 1.90e-02
Proteobacteria  Escherichia-Shigella 1.08e-01 2.046-01 128003 1.90e-03
Actinobacteriota  utibacterium 5.59¢-02 4.92e-02 1.90e-02 35302
Bacteroidota  Muribaculaceae 4.430-02 6.93¢-02 3.83e-02 4.14e-02
Proteobacteria  Massilia 3.49e-02 6.98¢-02 0.00e+00 0.00e+00
Myxocoocota  bacteriap2s 182002 364002 0000400 0.000400
Firmicutes Fascalibacterium 157002 282002 2.920-02 442002
Proteobacteria  Sphingomonas 1.420-02 2.70e-02 0.006400 0.006+00
Actinobacteriota  Rothia 1.420-02 2:83e-02 0.006400 0.006+00
Firmicutes Ruminococcus 1.350-02 2:55e-02 3.350-03 6.280-08
Bacteroidota  Hymenobacter 9.846-03 197602 0.006+00 0.006+00
Firmicutes Staphylococcus 7.19¢-03 9.01e-03 1.056-02 171602
Proteobacteria  Mesorhizobium 7.036-03 141602 0.006+00 0.00e+00
Firmicutes Faecalibaculum 6.98¢-03 1.40e-02 7.71e-06 1.54¢-03
Proteobacteria  Sphingobium 6.93¢-03 8.92-03 0.006+00 0.00e+00
Proteobacteria  Pseudomonas. 651e-03 1.23e-02 1.01e-02 1.86e-02
Proteobacteria  Methylobacterium-Methylorubrum 5.03¢-03 1.01e-02 1.560-04 3t1e04
Firmicutes Roseburia 498003 9.966-03 1.880-02 295602
Bacteroidota  Odoribacter 498003 9.966-03 2.50e-03 5.00e-03
Firmicutes Subdoligranulum 467003 9.34-03 7.80-03 1.24e-02
Firmicutes Dialister 451008 9.03-03 467e-04 93304
Bacteroidota  Prevotella 429003 540003 176002 264002
Actinobacteriota  Sanguibacter 374603 747003 622004 1.240:03
Firmicutes Streptococcus 370003 5.600-03 1.860-02 3.066-02

3.526-03 7.03e-03 0.006400 0.006+00

Rhizobium

Proteobacteria  Polaromonas 337603 6.75-03 0.00e400 0.00e+00
Firmicutes Tuzzerella 327603 6.54-03 a11e-0s 622604
Actinobacteriota  uncultured 3.08¢-03 473e-03 0.00e400 0.00e+00
Bacteroidota  Pedobacter 292003 5.83-03 0.00e400 0.00e+00
Vermucomicrobiota vadinBES7 265008 5.200-03 0.00e400 0.00e400
Firmicutes UCG-005 265003 529003 1.01e:04 203004
Bacteroidota  Flavobacterium 254003 5.00-03 0.006400 0.006+00
Firmicutes Monoglobus 249003 4.980-03 0.006400 0.006+00
Proteobacteria  Novosphingobium 243003 4.860-03 0.006400 0.006+00
Bacteroidota  Mucilaginibacter 2.346-03 4.69-03 0.006+00 0.006+00
Proteobacteria  Rhodopseudomonas 2.336-03 467-03 5.00-03 1.00e-02
Bacteroidota  Paraprevotella 2.33-03 467-03 0.006+00 0.00e+00
Proteobacteria  Brevundimonas. 232608 463e-03 0.006+00 0.00e+00
Firmicutes Dubosiella 229603 457e-03 6.20-04 1.266-03
Firmicutes Christensenellaceae_R-7_group 218603 4366-03 8.55-04 1.71e-03
Proteobacteria  Pelomonas 1.93¢-03 2.95¢-03 467604 9.33e-04
Firmicutes Lachnoclostridium 1.876-03 374-03 3.08-03 5.95e-03
Actinobacteriota  Collinsella 187603 374-03 7.00e-04 1.406-03
Firmicutes CAG-56 1.826-03 2.10e-03 761e-04 1.366-03
Proteobacteria  Caulobacter 1.726-03 3.43e-03 0.00e+00 0.00e+00
Firmicutes UBAT819 171003 3.420:08 0000400 0.000400
Firmicutes Bautia 171003 3.420:03 1.040-02 1.850:02
Proteobacteria  Rhizobacter 1576-03 3.156-03 0.006400 0.006+00
Verrucomicrobiota Chthoniobacter 154603 3.000-03 0.006400 0.006+00
Bacteroidota  Spirosoma 1.430-03 2:860-03 0.006400 0.006+00
Firmicutes Fenollaria 1.400-03 2:800-03 6.686-03 1.166-02
Proteobacteria  uncultured 129603 2:57e-03 0.006+00 0.00e+00
Firmicutes Goprococeus 1.256-03 2.49-03 0.006+00 0.00e+00
Firmicutes Finegoldia 112603 2.23e-03 8.73e-03 1.69¢-02
Patescibacteria  Saccharimonadaceae 1.09¢-03 2.18¢-03 0.006+00 0.00e+00
Proteobacteria  Caenimonas 1.00e-03 2.00-03 0.00¢400 0.00e+00
Firmicutes Agathobacter 7.786-04 1.566-03 420e-04 7.54e-04
Proteobacteria  uncultured 7.72e-04 154-03 0.00e400 0.00e+00
Proteobacteria  Devosia 7.726-04 154-03 0.006+00 0.00e+00
Proteobacteria  uncultured 7.726-04 154-03 0.00e400 0.00e+00
Proteobacteria  Acinetobacter 7.436-04 1.49-03 7.77e-08 1.13e-02
Planctomycetota  Gemmata 7.430:04 149003 0.006400 0.006+00
Bacteroidota  Ferruginibacter 715004 1.436-03 0.006400 0.006+00
Proteobacteria  Rhodoferax 7.150-04 1.430-03 0.006400 0.006+00
Firmicutes Peptoniphilus. 6.000-04 1.200-03 0.006400 0.006+00
Bdellovibrionota  Bacteriovorax 5.726-04 114003 0.006+00 0.006+00
Proteobacteria  Altererythrobacter 5.726-04 114603 0.006+00 0.006+00
Firmicutes Dorea 5.43¢-04 1.096-03 1.09¢-03 2.180-08
Actinobacteriota  Nocardioides. 5.43¢-04 1.09¢-03 0.006400 0.00e+00
Actinobacteriota  Amnibacterium 5.43¢-04 1.09e-03 0.006+00 0.00e+00
Actinobacteriota  Subtercola 5.15¢-04 1.03-03 0.006+00 0.00e+00
Actinobacteriota  Nakamurella 4.86e-04 9.72-04 0.00¢+00 0.00e+00
Actinobacteriota  Kineococeus 486004 9.72e-04 0.00e400 0.00e+00
Proteobacteria  Tardiphaga 457604 9.15e-04 0.00e400 0.00e+00
Proteobacteria  Azospira 457004 9.15-04 0.00e400 0.00e+00
Bacteroidota  Temrimonas 457004 9.15e-04 0.00e400 0.00e+00

4.000-04 8.01e-04 0.00e400 0.00e400
Bacteroidota  env.PS_17 4.000-04 8.01e-04 0.006400 0.006+00
Proteobacteria  Paucibacter 372004 7.436-04 0.006400 0.006+00
Actinobacteriota  Lawsonella 315004 629004 1.560-04 311004
Actinobacteriota  Actinomyces 3.150-04 6.200-04 0.006400 0.006+00
Bdelloviorionota  Oligofiexus 3.150-04 6.200-04 0.006+00 0.006+00
Proteobacteria  Rhizorhapis 2.866-04 5.726-04 0.006400 0.00e+00
Bacteroidota  Ghryseobacterium 2.57e-04 5.15-04 0.006+00 0.00e+00
Bdellovibrionota  Bdellovibrio 2.00e-04 4.00e-04 0.006+00 0.00e+00
Bacteroidota  Bacteroides 2.00e-04 4.00e-04 1.056-02 1.61e-02
Firmicutes Incertae Sedis 2.00e-04 4.00e-04 0.006+00 0.00e+00
Patescibacteria  LWQS 1.726-04 3.43e-04 0.00e400 0.00e+00
Actinobacteriota ~ Kineosporia 1.72e-04 3.43e-04 0.00e400 0.00e+00
Proteobacteria  Aureimonas 1.43e-04 2.86e-04 0.00e+00 0.00e+00
Actinobacteriota  Gardnerella 0.00e+00 0.00e+00 3.80e-04 7.786-04
Bacteroidota  Butyricimonas 0.00e+00 0.00e+00 2.00-03 4.00e-03
Firmicutes Butyrvibrio 0.00e400 0.00e+00 6.00-05 122004
Firmicutes ss5-Atda 0.000400 0.000400 2.376-03 4646-03
Proteobacteria  Halomonas 0.006+00 0.006+00 aile-04 6.226:04
Proteobacteria  uncultured 0.006+00 0.006+00 311604 6.226:04
Firmicutes [Ruminocoocus]_torques. group. 0.00+00 0.006+00 3.89e-04 7.780-04
Bacteroidota  Alistipes 0.00+00 0.006+00 122604 2.440-04
Firmicutes Fusicatenibacter 0.00+00 0.00+00 8.550-04 171603
Cyanobacteria  Gastranaerophiales 0.00+00 0.00+00 147603 233603
Proteobacteria  uncultured 0.00e+00 0.00+00 7.78-04 1.566-03
Firmicutes [Eubacterium]_halii_group 0.00e+00 0.00e+00 2.506-03 5.00e-08
Bacteroidota  Porphyromonas 0.00e+00 0.00e+00 1.066-03 1.96e-03
Firmicutes Nosocomicoceus 0.00e+00 0.00e+00 7.00e-03 1.40e-02
Firmicutes Lachnospiraceae_UCG-001 0.00e+00 0.00e+00 2.03-04 4.06e-04
Firmicutes Lachnospiraceae_UCG-006 0.00e+00 0.00e+00 8.12e-05 1.626-04
Actinobacteriota  Bifidobacterium 0.00e+00 0.00e+00 2.856-03 29303
Firmicutes [Eubacterium]_eligens_group 0.00e+00 0.006+00 6.200-04 124003
Firmicutes Uca-002 0.000+00 0.00e400 5.01e-03 757603
Firmicutes uncuttured 0.006+00 0.006+00 6.500-03 1.306-02
Firmicutes Camobacterium 0.006+00 0.006+00 2.000-03 4.006-03
Proteobacteria  Parasutterella 0.006+00 0.006+00 4.466-04 8.9%6-04
Proteobacteria  Sutterella 0.006+00 0.006+00 5.44e-04 1.09¢-03
Firmicutes Holdemanella 0.00+00 0.00+00 311604 6.226-04
Proteobacteria  Skermanella 0.00+00 0.006+00 6.00-05 1.226-04
Bacteroidota  Prevotellaceae_UCG-001 0.00e+00 0.00+00 5.006-03 1.00e-02
Firmicutes Anaerobacilus 0.00e+00 0.006+00 8.12-05 1.626-04

Firmicutes Lachnospiraceae NK4A136._group 0.00e+00 0002400 1.786-02 3.10e-02



