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	Sample name
	#Reads
	
	Mapping rate
	No. of detection genes
	No. of genes with >0 counts
	No. of filter-passing genes

	control 0h-1
	55997132
	
	94.5%
	26256
	17966
	6363

	control 0h-2
	42485264
	
	93.4%
	26256
	17509
	6363

	control 2h
	42644844
	
	92.5%
	26256
	17477
	6363

	control 24h
	44574770
	
	95.2%
	26256
	17488
	6363



