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S1: Nucleotide variants of V402L substitution in A. coluzzii specimens in each year of study (mutant alleles highlighted in red).
	
	V402L (GTA--> TTA or CTA)
	

	year
	TT
	CC
	TC
	T/G
	C/G
	GG
	tot

	2011
	1
	2
	0
	6
	11
	58
	78

	2015
	4
	0
	1
	39
	9
	54
	107

	2020
	29
	0
	2
	44
	4
	36
	115




S2: Linkage between L1014F and V402L for A. coluzzii specimens genotyped at both loci (genotype at 1014 and 402 loci are here presented divided per year)

	year: 2011
	1014F/1014F
	1014L/1014F
	1014L/1014L
	N total

	402L/402L
	0
	0
	3
	3

	402v/402L
	0
	14
	3
	17

	402v/402v
	51
	3
	4
	58

	N total
	51
	17
	10
	78



	year: 2015
	1014F/1014F
	1014L/1014F
	1014L/1014L
	N total

	402L/402L
	0
	0
	5
	5

	402v/402L
	0
	48
	0
	48

	402v/402v
	50
	3
	1
	54

	N total
	50
	51
	6
	107



	year:2020
	1014F/1014F
	1014L/1014F
	1014L/1014L
	N total

	402L/402L
	0
	1
	30
	31

	402v/402L
	0
	48
	0
	48

	402v/402v
	34
	2
	0
	36

	N total
	34
	51
	30
	115




