Table S2 The total down-regulated and the top 10 up-regulated DE TFs
	Type
	Genes
	LogFC
	P Value
	FDR

	Down-regulated









Up-regulated
	FOS
	-2.41925
	6.68E-21
	3.78E-20

	
	EGR1
	-1.94885
	4.40E-19
	1.89E-18

	
	ESR1
	-1.94173
	1.04E-22
	8.36E-22

	
	EGR2
	-1.81224
	1.71E-15
	4.96E-15

	
	NR4A1
	-1.51633
	3.37E-14
	8.71E-14

	
	ATF3
	-1.1881
	1.07E-11
	2.27E-11

	
	TCF21
	-1.07805
	1.62E-16
	5.24E-16

	
	FOXO1
	-1.07571
	4.28E-15
	1.19E-14

	
	BACH2
	-1.01294
	4.58E-09
	8.12E-09

	
	USF1
	1.454414
	1.32E-28
	3.21E-26

	
	EHMT2
	2.01215
	4.23E-28
	4.56E-26

	
	EZH2
	3.104109
	4.59E-28
	4.65E-26

	
	NCAPG
	4.54893
	7.79E-28
	6.35E-26

	
	E2F1
	4.35381
	1.32E-27
	8.85E-26

	
	CENPA
	4.889403
	1.73E-27
	1.07E-25

	
	CBX8
	1.871865
	3.25E-27
	1.60E-25

	
	MYBL2
	5.305148
	3.92E-27
	1.83E-25

	
	FOXM1
	4.385308
	4.85E-27
	2.09E-25

	
	SMARCA4
	1.640492
	4.92E-27
	2.12E-25


Abbreviations: DE differentially expressed, TFs transcription factors, FC Fold Change, FDR false discovery rate 
