Table S2 The shared differential metabolites in CUMS vs CTRL and IN vs CUMS
	NO.
	Metabolites
	RT
	M/Z
	VIP
	Metab ID
	CUMS/CTRL
	IN/CUMS

	1
	14,15-DiHETrE
	5.95
	361.23
	1.72
	metab_742
	↑*
	-

	2
	Valproic acid
	6.20
	109.10
	1.74
	metab_826
	↓*
	↑*

	3
	Risbitin
	6.63
	508.34
	1.88
	metab_970
	↓*
	↑

	4
	Leucylhydroxyproline
	6.63
	530.32
	1.75
	metab_1456
	↓*
	↑

	5
	Pantothenic Acid
	2.78
	220.12
	1.91
	metab_1546
	↑**
	-

	6
	L-Phenylalanine
	4.77
	166.09
	1.83
	metab_1985
	↑*
	-

	7
	2-Carboxy-4-dodecanolide
	6.09
	265.14
	1.87
	metab_3567
	↓*
	↑

	8
	4-Hydroxy-6-Methyl-2-Pyrone
	3.80
	125.02
	1.82
	metab_4246
	↓*
	-

	9
	4’-Hydroxyfenoprofen glucuronide
	5.93
	433.11
	1.83
	metab_6249
	↓**
	↑**

	10
	Fenofibric acid
	5.92
	353.03
	1.76
	metab_6257
	↓*
	↑

	11
	2-Hydroxypentanoic Acid
	3.60
	117.05
	1.80
	metab_6658
	↓*
	↑

	12
	N6-Methyl-2’-deoxyadenosine
	3.34
	286.09
	1.60
	metab_6694
	↑*
	-

	13
	(2-Hydroxyethoxy)acetic acid
	0.72
	119.03
	1.70
	metab_7010
	↓*
	↑

	14
	Isocitrate
	3.71
	191.02
	1.78
	metab_8292
	↑*
	-


RT, Retention time; VIP, variable importance in projection, this value was obtained from the PLS-DA model with a threshold of 1. Changes in differential metabolites are marked as down-regulation (↓), up-regulation (↑), and no-change (-). *p < 0.05, **p < 0.01. N = 3 mice/group.
