
Extended data Figure 9. Examining tegavivint activity. a, PRISM profiling identified two significant correlations 
(FDR q value < 0.1) between tegavivint activity and cell mutation status. Each data point represents one cell line that 
is either wild-type or mutated (damaging) for the indicated genes. b, Compound synergy analysis. Results in the 
synergy heatmap represent mean values from three independent experiments. Darker colors indicate greater drug 
synergy. c, Compound synergy analysis. Results in the synergy heatmap represent mean values from three 
independent experiments. 
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