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Figure S2. Classifier signature could distinguish patients with 3+4/4+3 Gleason score. Student’s 
T-test compared the patients’ risk score in 3+4/4+3 Gleason score subgroups; ROC curve and AUC 
value assessed the predicted accuracy; and Fisher’s extract test evaluated the distribution of high-risk 
or low-risk patients in 3+4/4+3 Gleason score subgroups.


