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Fig. S1. The schematic illustration of aptamer oligo (a) and transducing oligo (b) modification processes.
 

Table S1. The list of complementary and transducing oligos of glioma-related miRNAs used in this manuscript.
	Oligo ID
	Sequence (5` to 3`)

	[bookmark: OLE_LINK1]C-miR-9
	[bookmark: OLE_LINK2]TCATACAGCTAGATAACCAAAG

	T-miR-9
	TCTTTGGTTATC

	C-miR-21
	TGTCAGACAGCCCATCGACTGG

	T-miR-21
	CCAGTCGATGGG

	C-miR-24
	CTGTTCCTGCTGAACTGAGCCA

	T-miR-24
	CTGTTCCTGCTG

	C-miR-125b
	[bookmark: OLE_LINK3]TCACAAGTTAGGGTCTCAGGGA

	T-miR-125b
	TCC TGAGACCC 

	C-miR-221
	GAGAACATGTTTCCAGGTAGCC

	T-miR-221
	GGCTACCTGGAA 

	C-miR-301a
	CCTGCTTTCAGATGCTTTGACA

	T-miR-301a
	TTGTCAAAGCAT 












[image: Figure S2-A副本]Fig. S2. (a) Schematic illustration of MNP surface modification process. (b) the TEM image of MNP-EGFRapt. (c) the surface zeta potential of MNP before and after surface modification.




















 
[image: Figure S3]Fig. S3. Schematic illustration of PLGA-b-PEI micelle surface modification processes.
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Fig. S4. The relative 1,3-diphenylisobenzofuran (DPBF) absorbance of micelle solution with different irradiation time after double labeling and magnetic separation. 
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Fig. S5. The hydration diameters of micelles prepared from PLGA-b-PEI having different hydrophilic ratio.
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Fig. S6. The glioma-related miRNA composition of EGFR+, EphA2+ and CD133+ exosome subtypes isolated of glioma patient plasma and healthy dornor plasma. ΔF was normalized within each raw. 



















[image: Figure S7副本]
Fig. S7. The ROC curves of individual glioma-related miRNAs encapsulated within EGFR+/EphA2+ (a), EGFR+/CD133+ (b) and EphA2+/CD133+ (c) exosome subtypes on the classification of glioma and non-glioma patients. The AUC values of each miRNA were indicated at the top of each Fig..   
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