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Figure S1. Effects of LP programming on the expression of key nuclear genes involved
in the 499 complex-1 function in the GS muscle of control and LP rats. The mRNA levels
of 500 mitochondrial dynamic genes: (a) Ndufab1(b) Ndufs3 (c) Ndufv1 (d) Ndufs8 were
analyzed by gPCR. The mRNA expressions of each gene were normalized to the average
of internal controls. Data represent mean + SEM (* p<0.05, ** p<0.01); n = 5.
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Figure S2. The LP diet altered the mitochondrial morphology in the GS muscle of the
offspring. (a) Representative TEM images showing mitochondrial morphology (b) A
graph showing the average area of mitochondria in the GS muscle.



Original Figures (Western blotting, Figure 2, 5, and 8)

Figure 2

Lane 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15
Sample order: M C LP C LP C LP C LP C LP C LP [+ LP
Sample MC1 MLP1 MC2 | MLP2 MC3 | MLP3 | MC4 | MLP4 | MC5 | MLP5 | MC6 | MLP6 | MC7 | MLP7
Name:
MFN2: ~86 kDa FIS1: ~17 kDa
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Figure 2
GAPDH: 36 kDa
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PGC1B: 113 kDa
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ESSRA: 50 kDa

MFN1~91kDa
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Figure 5

Lane 1 2 3 5 6 7 8 9 10 1 12 | 13 14 15
Sampleorder: | M | C LP c LP c LP C LP c LP C LP C LP
Sample MC1 [ MLP1 | MC2 | MLP2 | MC3 | MLP3 | MC4 | MLP4 | MC5 | MLP5 | MC6é | MLP6 | MC7 | MLP7
Name:
OXPHOS: Cl subunit NDUFB8 (20 kDa),
Cll SDHB (30kDa), CllI-Core protein 2 (48 k
Da), CIV subunit MTCO1 (40 kDa), and CV- GAPDH: 36 kDa
ATP5A (55 kDa)
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Figure 8
Lane 1 2 3 4 5 6 7 8 9 10 1 12 | 13 14 15
Sample order: M C LP LP LP C LP C LP Cc LP
Sample MC1 | MLP1 | MC2 | MLP2 | MC3 | MLP3 | MC4 | MLP4 | MC5 | MLP5 | MC6é | MLP6
Name:
pPDHA1: 43 kDa PDHA1:43 kDa MPC1~12 kDa
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