Soil characteristics and bacterial community response of cracks in Juye mining area
[bookmark: _GoBack]Chunying Guoa; Shougan Lub; Hui Wanga; Xin Xiaoa,*; Ruoxi Qianc; Yu Xiaoa
a School of Environment Science and Spatial Informatics, China University of Mining and Technology, Xuzhou, Jiangsu 221116, China
b Jiangsu Founder Environmental Protection Group Co., Ltd., Xuzhou, Jiangsu 221000, China
c Department of Mathematical and Computational Sciences, University of Toronto, Toronto L5B 4P2, Canada
* Corresponding author. School of Mines, China University of Mining and Technology, No. 1 Daxue Road, Xuzhou, Jiangsu 221116, China; Tel.: +86-13951359667; E-mail address: passerxx@163.com
Captions of tables
There is one table in the supplementary material.
Table S1. Correlation analysis of bacterial community and soil physiochemical characteristics
	
	
moisture 
	
BK
	
porosity
	
AK
	
AP
	
AN
	
pH
	
Eh
	
Al
	
Fe
	
Mg
	
Ca
	
Na
	
K
	
Sr

	Chao1
	-0.695*
	-0.550
	0.550
	-0.617
	0.686*
	-0.787*
	0.611
	-0.483
	-0.917**
	-0.917**
	-0.883**
	0.100
	0.733*
	-0.917**
	0.817**

	Simpson
	-0.176
	-0.410
	0.410
	0.033
	0.092
	0.487
	0.071
	.787*
	0.393
	0.393
	0.310
	0.477
	-.686*
	0.209
	-0.117

	Acidobacteria
	0.033
	-0.150
	0.150
	-0.217
	0.025
	-0.067
	0.326
	0.017
	-0.033
	-0.033
	0.033
	0.600
	-0.317
	-0.050
	-0.117

	Actinobacteria
	-0.351
	-0.217
	0.217
	0.500
	0.377
	-0.268
	-0.167
	0.333
	-0.117
	-0.117
	-0.133
	-.667*
	0.083
	-0.033
	0.150

	Armatimonadetes
	0.385
	0.433
	-0.433
	-0.183
	-0.234
	-0.343
	0.008
	-.800**
	-0.267
	-0.267
	-0.150
	-0.017
	0.450
	-0.100
	-0.050

	Bacteroidetes
	-0.812**
	-0.783*
	0.783*
	-0.183
	0.778*
	-0.452
	0.561
	-0.067
	-0.850**
	-0.850**
	-0.900**
	-0.183
	0.667*
	-0.917**
	0.850**

	Chloroflexi
	-0.527
	-0.283
	0.283
	0.133
	0.569
	-0.410
	0.343
	-0.100
	-0.483
	-0.483
	-0.467
	-.750*
	0.533
	-0.417
	0.600

	Cyanobacteria
	-0.100
	-0.200
	0.200
	-0.267
	0.059
	-0.159
	0.017
	-0.367
	-0.317
	-0.317
	-0.300
	0.233
	0.383
	-0.317
	0.250

	Elusimicrobia
	-0.151
	0.017
	-0.017
	-.700*
	0.268
	-.695*
	0.536
	-.783*
	-0.700*
	-0.700*
	-0.617
	0.217
	0.633
	-0.633
	0.450

	Entotheonellaeota
	-0.527
	-0.483
	0.483
	-0.383
	0.527
	-0.243
	0.895**
	0.017
	-0.467
	-0.467
	-0.450
	0.200
	0.083
	-0.567
	0.500

	Euryarchaeota
	0.218
	0.283
	-0.283
	0.533
	-0.335
	0.360
	-0.728*
	0.467
	0.567
	0.567
	0.483
	-0.383
	-0.350
	0.567
	-0.450

	Firmicutes
	0.059
	0.267
	-0.267
	0.033
	0.100
	-0.343
	0.184
	-0.317
	-0.133
	-0.133
	-0.033
	-0.417
	0.200
	0.017
	0.083

	GAL15
	0.728*
	0.667*
	-0.667*
	0.667*
	-0.778*
	0.736*
	-0.594
	0.233
	0.650
	0.650
	0.567
	-0.317
	-0.367
	0.633
	-.767*

	Gemmatimonadetes
	-0.050
	0.300
	-0.300
	0.150
	0.017
	-0.310
	0.134
	-0.383
	-0.300
	-0.300
	-0.283
	-0.717*
	0.467
	-0.217
	0.133

	Latescibacteria
	0.728*
	0.767*
	-0.767*
	0.283
	-0.778*
	0.151
	-0.770*
	-0.367
	0.367
	0.367
	0.383
	-0.133
	0.000
	0.483
	-0.667*

	Nitrospirae
	0.686*
	0.550
	-0.550
	0.583
	-0.745*
	0.778*
	-0.711*
	0.383
	0.783*
	0.783*
	0.700*
	-0.100
	-0.533
	0.750*
	-0.783*

	Patescibacteria
	0.360
	0.617
	-0.617
	0.017
	-0.310
	-0.318
	-0.117
	-0.783*
	-0.283
	-0.283
	-0.233
	-0.483
	0.617
	-0.133
	-0.067

	Planctomycetes
	-0.695*
	-0.583
	0.583
	-0.217
	0.695*
	-0.377
	0.854**
	-0.167
	-.800**
	-.800**
	-.817**
	-0.267
	0.600
	-.867**
	0.800**

	Proteobacteria
	0.619
	0.833**
	-0.833**
	0.033
	-0.619
	-0.126
	-0.393
	-0.667*
	0.117
	0.117
	0.183
	-0.250
	0.233
	0.267
	-0.433

	Rokubacteria
	0.736*
	0.683*
	-0.683*
	0.583
	-0.812**
	0.577
	-0.669*
	0.200
	0.750*
	0.750*
	0.733*
	-0.133
	-0.550
	0.783*
	-.883**

	Thaumarchaeota
	-0.084
	-0.183
	0.183
	0.350
	-0.050
	0.510
	-0.092
	0.833**
	0.483
	0.483
	0.383
	0.083
	-.700*
	0.333
	-0.300

	Verrucomicrobia
	-0.653
	-0.483
	0.483
	0.167
	0.561
	-0.218
	-0.067
	0.467
	-0.083
	-0.083
	-0.133
	-0.467
	0.050
	-0.100
	0.417


Note: *p < 0.05, **p < 0.01.

