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Figure S1 External data set to verify the consensus clustering results.(A) Consensus clustering results at the protein expression level.(B) The difference in inflammatory scores between the IHS and ILS groups  at the protein expression level.(C) Consensus clustering of inflammation-related genes in the GSE89749 dataset.(D) The difference in inflammatory scores between the IHS and ILS groups in the GSE89749 dataset.
[image: ]
Figure 2 Externally independent single-cell sequencing data of ICC patients for validation.(A) 9 cell populations shown by uniform manifold approximation and projection(UMAP) in single-cell sequencing dataset of ICC patients .(B) Violinplot showing expression of COLEC11 in mesenchymal cells.(C) Effects of COLEC11 mRNA expression level on the prognosis of patients with ICC.(D) Effects of COLEC11 protein expression level on the prognosis of patients with ICC.(E) Results of correlation analyses of various cell occupancies in the GSE89749 dataset.
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Figure S3 Results of functional enrichment analysis. (A-C) GSEA enrichment analysis demonstrates signalling pathways enriched in the IHS group.
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