
List of protein-ligand interactions
-----------------------------------


                 PDB code: h221   Ligand  
                 -------------------------



Hydrogen bonds
--------------

       <----- A T O M   1 ----->      <----- A T O M   2 ----->

       Atom Atom Res  Res             Atom Atom Res  Res
        no. name name no.  Chain       no. name name no.  Chain  Distance
  1.   1215  N   ASP  293    A   -->  5317  O          0    C      3.22

Non-bonded contacts
-------------------

       <----- A T O M   1 ----->      <----- A T O M   2 ----->

       Atom Atom Res  Res             Atom Atom Res  Res
        no. name name no.  Chain       no. name name no.  Chain  Distance
  1.    106  C   LEU  158    A   ---  5317  O          0    C      3.48
  2.    107  O   LEU  158    A   ---  5317  O          0    C      3.24
  3.    108  CB  LEU  158    A   ---  5317  O          0    C      3.75
  4.    108  CB  LEU  158    A   ---  5317  O          0    C      3.66
  5.    110  CD1 LEU  158    A   ---  5317  O          0    C      3.62
  6.    112  N   GLY  159    A   ---  5317  O          0    C      3.78
  7.    113  CA  GLY  159    A   ---  5317  O          0    C      3.89
  8.    113  CA  GLY  159    A   ---  5324  C          0    C      3.82
  9.    165  CG1 VAL  166    A   ---  5317  O          0    C      3.52
 10.    165  CG1 VAL  166    A   ---  5317  O          0    C      3.28
 11.    165  CG1 VAL  166    A   ---  5324  C          0    C      3.53
 12.    165  CG1 VAL  166    A   ---  5324  C          0    C      3.38
 13.    165  CG1 VAL  166    A   ---  5324  C          0    C      3.60
 14.    166  CG2 VAL  166    A   ---  5324  C          0    C      3.89
 15.    274  CB  ALA  179    A   ---  5317  O          0    C      2.98
 16.    686  SD  MET  229    A   ---  5317  O          0    C      3.36
 17.    686  SD  MET  229    A   ---  5324  C          0    C      3.79
 18.    686  SD  MET  229    A   ---  5324  C          0    C      3.48
 19.    686  SD  MET  229    A   ---  5324  C          0    C      2.77
 20.    687  CE  MET  229    A   ---  5324  C          0    C      3.82
 21.    735  CG  GLU  236    A   ---  5317  O          0    C      3.84
 22.    736  CD  GLU  236    A   ---  5317  O          0    C      2.47
 23.    736  CD  GLU  236    A   ---  5324  C          0    C      3.27
 24.    736  CD  GLU  236    A   ---  5324  C          0    C      3.23
 25.    737  OE1 GLU  236    A   ---  5317  O          0    C      2.57
 26.    737  OE1 GLU  236    A   ---  5324  C          0    C      3.69
 27.    738  OE2 GLU  236    A   ---  5317  O          0    C      1.94
 28.    738  OE2 GLU  236    A   ---  5324  C          0    C      3.39
 29.    738  OE2 GLU  236    A   ---  5324  C          0    C      2.14
 30.    738  OE2 GLU  236    A   ---  5324  C          0    C      2.21
 31.    738  OE2 GLU  236    A   ---  5324  C          0    C      3.48
 32.   1107  CB  GLU  279    A   ---  5317  O          0    C      3.74
 33.   1108  CG  GLU  279    A   ---  5317  O          0    C      2.46
 34.   1108  CG  GLU  279    A   ---  5324  C          0    C      3.43
 35.   1109  CD  GLU  279    A   ---  5317  O          0    C      3.13
 36.   1109  CD  GLU  279    A   ---  5317  O          0    C      3.49
 37.   1109  CD  GLU  279    A   ---  5324  C          0    C      3.69
 38.   1109  CD  GLU  279    A   ---  5324  C          0    C      3.85
 39.   1111  OE2 GLU  279    A   ---  5317  O          0    C      2.94
 40.   1111  OE2 GLU  279    A   ---  5317  O          0    C      2.36
 41.   1111  OE2 GLU  279    A   ---  5324  C          0    C      3.21
 42.   1111  OE2 GLU  279    A   ---  5324  C          0    C      2.96
 43.   1212  CB  THR  292    A   ---  5317  O          0    C      3.57
 44.   1212  CB  THR  292    A   ---  5324  C          0    C      3.83
 45.   1212  CB  THR  292    A   ---  5324  C          0    C      3.63
 46.   1213  OG1 THR  292    A   ---  5324  C          0    C      3.81
 47.   1215  N   ASP  293    A   ---  5317  O          0    C      3.22
 48.   1216  CA  ASP  293    A   ---  5317  O          0    C      3.88
 49.   2403  CD2 PHE  439    A   ---  5317  O          0    C      3.87
 50.   2405  CE2 PHE  439    A   ---  5317  O          0    C      3.61
 51.   2405  CE2 PHE  439    A   ---  5317  O          0    C      3.68

Number of hydrogen bonds:          1

Number of non-bonded contacts:    51

