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Table S1.  5 reference strains of Acinetobacter species from China General Microbiological Culture Collection Center (CGMCC）were used to expose the Caenorhabditis elegans
	
	Reference strain
	CGMCC number
	Strain number
	Strain source
	Isolation source
	Model strain
	Accession no.

	1
	Acinetobacter baumannii
	1.6769
	ATCC 19606
	Japan collection of microorganisms (JCM)
	Urine
	Yes
	HE651907

	2
	Acinetobacter lwoffii
	1.2005
	DSM 2403
	Polish Collection of Microorganisms
	Human skin
	Yes
	X81665

	3
	Acinetobacter junii
	1.8764
	NH88-14
	Ningbo University, China
	Pond water for Portunus trituberculatus
	No
	FJ447529

	4
	Acinetobacter haemolyticus
	1.12996
	TTH0-4
	Cold and Arid Regions Environmental and Engineering Research Institute, Chinese Academy of Sciences
	Soil
	No
	KF704077

	5
	Acinetobacter johnsonii
	1.8823
	H10
	Chengdu Institute of Biology, Chinese Academy of Sciences
	Well water
	No
	FJ009371


Table S2. Primer information for qRT-PCR
	Gene
	Forward primer (5’-3’)
	Reverse primer (5’-3’)

	lys-1
	TTCGGATCTTTCAAGAAGGC
	TGGGATTCCAACAACGTAAA

	spp-12
	CTAATGGTTGTGCCCGCAAT
	AGCCAGACATCGAGAGCAAC

	lys-7
	CTGCCATTCGGCATCAGTCA
	GCACAATAACCCGCTTGTTT

	dod-6
	CGTCGCCCTCTACTTCCT
	ACGGCACAGTGACCATCT

	lys-8
	TCAGTCTCCGTCAAGGTC
	GAAGCTGGCTCAATGAAA

	dod-22
	CCAGGATACAGAATACGT
	CCAGAGATGACTTCAGTT

	spp-1
	GCATCACGGTGTTTTCTGTG
	GCAACAGCATAGTCCAGCAA

	F55G11.4
	GGATCCGTGTATTTGGCT
	GTGAAGACATATGTGCTC

	tba-1
	TCAACACTGCCATCGCCGCC
	TCCAAGCGAGACCAGGCTTCAG


Table S3. The used 21 Acinetobacter strains isolated from the TGR region
	No.
	Isolates
	Accession no.
	16s rRNA sequence length (bp)
	Homologous strains
	Accession no.
	16s rRNA sequence length (bp)
	Query cover
	Identity

	1
	Acinetobacter sp. AC1
	MW386206
	1398
	Acinetobacter sp. FZKA6
	KU193772
	1403
	100%
	99.86%

	2
	Acinetobacter sp. AC2
	MW386207
	1400
	Acinetobacter sp.TS39
	EU073105
	1413
	100%
	99.93%

	3
	Acinetobacter sp. AC3
	MW386208
	1398
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	99%
	96.57%

	4
	Acinetobacter sp. AC4
	MW386209
	1397
	Acinetobacter sp. TS39
	EU073105
	1413
	99%
	99.36%

	5
	Acinetobacter sp. AC5
	MW386210
	1397
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	100%
	96.57%

	6
	Acinetobacter sp. AC6
	MW386211
	1398
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	100%
	96.57%

	7
	Acinetobacter sp. AC7
	MW386212
	1397
	Acinetobacter sp.TS39
	EU073105
	1413
	100%
	99.86%

	8
	Acinetobacter sp. AC8
	MW386213
	1400
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	100%
	96.58%

	9
	Acinetobacter sp. AC9
	MW386214
	1397
	Acinetobacter sp.TS39
	EU073105
	1413
	100%
	99.64%

	10
	Acinetobacter sp. AC10
	MW386215
	1397
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	99%
	96.56%

	11
	Acinetobacter sp. AC11
	MW386216
	1399
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	100%
	96.43%

	12
	Acinetobacter sp. AC12
	MW386217
	1398
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	100%
	96.36%

	13
	Acinetobacter sp. AC13
	MW386218
	1399
	Acinetobacter sp. B113
	EU883929
	1408
	99%
	99.93%

	14
	Acinetobacter sp. AC14
	MW386219
	1402
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	99%
	95.38%

	15
	Acinetobacter  johnsonii AC15
	MW386220
	1399
	Acinetobacter johnsonii ATCC 17909
	HE651920
	1530
	99%
	99.57%

	16
	Acinetobacter haemolyticus AC16
	MW386221
	1400
	Acinetobacter haemolyticus ATCC 17906
	HE651915
	1530
	100%
	98.22%

	17
	Acinetobacter sp. AC17
	MW386222
	1398
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	100%
	96.57%

	18
	Acinetobacter sp. AC18
	MW386223
	1399
	Acinetobacter sp.TS39
	EU073105
	1413
	100%
	99.86%

	19
	Acinetobacter sp. AC19
	MW386224
	1395
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	99%
	96.21%

	20
	Acinetobacter sp. AC20
	MW386225
	1398
	Acinetobacter uncultured Acinetobacter sp.
	HE575551
	1501
	99%
	96.21%

	21
	Acinetobacter sp. AC21
	MW386226
	1399
	Acinetobacter sp. P2-2
	EU276092
	1502
	99%
	98.00%
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