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Supplementary Figures.
Figure S1: Study population flowchart.
Figure S2: Prevalence of GAs for the 10 driver genes by each of the main clinical variables.
Figure S3: Matrices of co-occurrences and exclusions of the complete set of individual GAs.
Figure S4: Lolliplots with the location and counts of individual GAs. 
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Table S1. Details of the individual GA co-occurring in the group of smokers (n=81).
Table S2. Details of the individual GA co-occurring in the group of never-smokers (n=47).
Table S3. Relative and absolute frequencies of individual GAs identified in the gene EGFR (n=48).
Table S4. Relative and absolute frequencies of individual GAs identified in the gene PIK3CA (n=33).
Table S5. Relative and absolute frequencies of individual GAs identified in the gene KRAS (n=12).
Table S6. Relative and absolute frequencies of individual GAs identified in the gene BRAF (n=12).
Table S7. Relative and absolute frequencies of individual GAs identified in the gene MET (n=9).
Table S8. Relative and absolute frequencies of individual GAs identified in the gene ERBB2 (n=9).
Table S9. Relative and absolute frequencies of individual GAs identified in the gene MAP2K1 (n=8).
Table S10. Relative and absolute frequencies of individual GAs identified in the gene ALK (n=8).
Table S11. Relative and absolute frequencies of individual GAs identified in the gene RET (n=7).
Table S12. Relative and absolute frequencies of individual GAs identified in the gene ROS1 (n=6). 

