Supplementary Materials
Supplemental figures
Figure S1 Pathway analysis of the fetus vs. child group. 
(A) All enriched pathways of up-regulated DEmiRNAs’ target genes. (B) All enriched pathways of down-regulated DEmiRNAs’ target genes. 
Figure S2 Pathway analysis of the child vs. adult group. 
(A) All enriched pathways of up-regulated DEmiRNAs’ target genes. (B) All enriched pathways of down-regulated DEmiRNAs’ target genes. 
Figure S3 Details of DEmiRNAs’ target genes involved in ECM-receptor interaction in the fetus vs. child group.
(A) Target genes of up-regulated DEmiRNAs. (B) Target genes of down-regulated DEmiRNAs.
Figure S4 Details of DEmiRNAs’ target genes involved in regulation of actin cytoskeleton in the child vs. adult group.
(A) Target genes of up-regulated DEmiRNAs. (B) Target genes of down-regulated DEmiRNAs.
Supplemental tables
Table S1: The overview of RNA-seq data.
Table S2: All identified miRNAs and their expression levels.
Table S3: All identified DEmiRNAs. Sheet 1 ("TPM"): All DEmiRNAs and their expression levels. Sheet 2 ("Average"): The average expression and total expression of all DEmiRNAs. Sheet 3-5: DEmiRNAs identified in different groups.
Table S4: The GO and KEGG analyses of up-regulated DEmiRNAs in fetus vs. child group.
Table S5: The GO and KEGG analyses of down-regulated DEmiRNAs in fetus vs. child group.
Table S6: The GO and KEGG analyses of up-regulated DEmiRNAs in child vs. adult group.
Table S7: The GO and KEGG analyses of down-regulated DEmiRNAs in child vs. adult group.
Table S8: The primers of reference gene and miRNAs.

