Table S1. Univariate and multivariate analyses of overall survival in patients with KIRC
	Characteristics
	Total(N)
	Univariate analysis
	Multivariate analysis

	
	
	Hazard ratio (95% CI)
	P value
	Hazard ratio (95% CI)
	P value

	Age
	541
	1.029 (1.016 - 1.042)
	< 0.001
	1.030 (1.016 - 1.044)
	< 0.001

	Gender
	541
	
	
	
	

	Female
	187
	0.924 (0.679 - 1.257)
	0.613
	
	

	Male
	354
	
	
	
	

	Pathologic stage
	538
	 
	
	 
	

	I & II
	332
	Reference 
	
	Reference 
	

	III & IV
	206
	3.910 (2.852 - 5.360)
	< 0.001
	3.099 (2.224 - 4.320)
	< 0.001

	Histologic grade
	533
	 
	
	 
	

	G1 & G2
	250
	Reference 
	
	Reference 
	

	G4 & G3
	283
	2.665 (1.898 - 3.743)
	< 0.001
	1.707 (1.193 - 2.442)
	0.003

	NSUN5
	541
	 
	
	 
	

	Low
	270
	Reference 
	
	Reference 
	

	High
	271
	1.553 (1.151 - 2.097)
	0.004
	1.391 (1.024 - 1.888)
	0.035









Table S2. Univariate and multivariate analyses of overall survival in patients with GBM
	Characteristics
	Total(N)
	Univariate analysis
	Multivariate analysis

	
	
	Hazard ratio (95% CI)
	P value 
	Hazard ratio (95% CI)
	P value 

	Age
	698
	1.066 (1.057 - 1.076)
	< 0.001
	1.035 (1.023 - 1.047)
	< 0.001

	Gender
	698
	 
	
	 
	

	Female
	297
	Reference 
	
	Reference 
	

	Male
	401
	1.250 (0.979 - 1.595)
	0.073
	1.125 (0.859 - 1.472)
	0.392

	WHO grade
	636
	 
	
	 
	

	G2
	223
	Reference 
	
	Reference 
	

	G3
	245
	2.967 (1.986 - 4.433)
	< 0.001
	2.012 (1.319 - 3.070)
	0.001

	G4
	168
	18.600 (12.448 - 27.794)
	< 0.001
	3.818 (2.273 - 6.414)
	< 0.001

	IDH status
	688
	 
	
	 
	

	WT
	246
	Reference 
	
	Reference 
	

	Mut
	442
	0.116 (0.089 - 0.151)
	< 0.001
	0.513 (0.319 - 0.825)
	0.006

	1p/19q codeletion
	691
	 
	
	 
	

	Non-codel
	520
	Reference 
	
	Reference 
	

	Codel
	171
	0.225 (0.147 - 0.346)
	< 0.001
	0.436 (0.258 - 0.738)
	0.002

	NSUN5
	698
	 
	
	 
	

	Low
	348
	Reference 
	
	Reference 
	

	High
	350
	3.744 (2.888 - 4.856)
	< 0.001
	1.771 (1.237 - 2.536)
	0.002







Table S3. Univariate and multivariate analyses of overall survival in patients with LIHC
	Characteristics
	Total(N)
	Univariate analysis
	Multivariate analysis

	
	
	Hazard ratio (95% CI)
	P value
	Hazard ratio (95% CI)
	P value

	Age
	373
	1.012 (0.998 - 1.026)
	0.089
	1.011 (0.997 - 1.025)
	0.131

	Gender
	373
	 
	
	 
	

	Female
	121
	Reference 
	
	 
	

	Male
	252
	0.793 (0.557 - 1.130)
	0.200
	 
	

	T stage
	370
	 
	
	 
	

	T1
	183
	Reference 
	
	Reference 
	

	T2
	94
	1.431 (0.902 - 2.268)
	0.128
	1.300 (0.816 - 2.071)
	0.270

	T3
	80
	2.674 (1.761 - 4.060)
	< 0.001
	2.582 (1.697 - 3.927)
	< 0.001

	T4
	13
	5.386 (2.690 - 10.784)
	< 0.001
	4.869 (2.423 - 9.784)
	< 0.001

	NSUN5
	373
	 
	
	 
	

	Low
	187
	Reference 
	
	Reference 
	

	High
	186
	1.549 (1.095 - 2.191)
	0.013
	1.451 (1.020 - 2.065)
	0.038













Table S4. Correlation analysis between NSUN5 and relate genes and markers of immune cells in TIMER
	Cell types
	Gene markers
	KIRC

	
	
	None
	Purity

	
	
	Cor
	P value
	Cor
	P value

	CD8+ T cell
	CD8A
	0.139
	[bookmark: OLE_LINK1]1.26×10-3
	0.131
	4.85×10-3

	
	CD8B
	0.149
	5.45×10-4
	0.151
	1.18×10-3

	T cell (general)
	CD3D
	0.171
	7.18×10-5
	0.165
	3.82×10-4

	
	CD3E
	0.147
	6.38×10-4
	0.130
	5.08×10-3

	
	CD2
	0.148
	6.03×10-4
	0.131
	4.95×10-3

	B cell
	CD19
	0.213
	6.96×10-7
	0.208
	6.73×10-6

	
	CD79A
	0.155
	3.39×10-4
	0.149
	1.34×10-3

	Monocyte
	CD86
	0.086
	4.83×10-2
	0.071
	0.127

	
	CD115 (CSF1R)
	0.108
	1.29×10-2
	0.102
	0.029

	TAM
	CCL2
	-0.172
	6.42×10-5
	-0.186
	6.06×10-5

	
	CD68
	0.107
	1.30×10-2
	0.111
	0.017

	
	IL10
	0.012
	0.784
	-0.007
	0.875

	M1 Macrophage
	INOS (NOS2)
	-0.268
	3.14×10-10
	-0.265
	7.66×10-9

	
	IRF5
	0.433
	8.00×10-26
	0.455
	5.68×10-25

	
	COX2 (PTGS2)
	-0.170
	7.97×10-5
	-0.223
	1.27×10-6

	M2 Macrophage
	CD163
	-0.056
	0.194
	-0.066
	0.159

	
	VSIG4
	0.072
	0.095
	0.073
	0.119

	
	MS4A4A
	-0.057
	0.187
	-0.083
	0.075

	Neutrophils
	CD66b (CEACAM8)
	-0.082
	0.060
	-0.064
	0.173

	
	CD11b (ITGAM)
	0.156
	3.13×10-4
	0.152
	1.09×10-3

	
	CCR7
	0.002
	0.956
	-0.011
	0.816

	Natural killer cell
	KIR2DL1
	-0.155
	3.26×10-4
	-0.134
	3.83×10-3

	
	KIR2DL3
	-0.079
	0.069
	-0.037
	0.426

	
	KIR2DL4
	0.016
	0.715
	0.019
	0.679

	
	KIR3DL1
	-0.196
	5.02×10-6
	-0.162
	4.73×10-4

	
	KIR3DL2
	-0.006
	0.895
	0.026
	0.577

	
	KIR3DL3
	0.016
	0.709
	0.027
	0.559

	
	KIR2DS4
	-0.098
	0.023
	-0.095
	0.041

	Treg cell
	Foxp3
	0.227
	1.22×10-7
	0.21
	5.19×10-6

	
	CD4
	0.078
	0.070
	0.055
	0.239

	Exhausted CD8+ T cell
	PD-L1
	0.270
	2.38×10-10
	0.265
	7.68×10-9

	
	CTLA4
	0.201
	2.87×10-6
	0.206
	8.53×10-6

	
	LAG3
	0.240
	2.13×10-8
	0.226
	9.05×10-7

	
	TIGIT
	0.172
	6.35×10-5
	0.157
	7.00×10-4




Table S5. Correlation analysis between NSUN5 and relate genes and markers of M1 macrophage and T cell in GEPIA
	Cell types
	Gene markers
	KIRC

	
	
	Normal
	Tumor

	
	
	Cor
	P value
	Cor
	P value

	M1 Macrophage
	INOS (NOS2)
	0.086
	0.47
	-0.021
	0.64

	
	IRF5
	0.83
	5.00 × 10-29
	0.46
	1.10 × 10-28

	Treg cell
	FOXP3
	0.39
	7.80 × 10-4
	0.19
	[bookmark: OLE_LINK2]8.40 × 10-6

	
	CD4
	0.017
	0.14
	0.12
	5.30 × 10-3

	Exhausted CD8+ T cell
	PDCD1
	-0.16
	0.19
	0.24
	2.50 × 10-8

	
	CTLA4
	-0.12
	0.34
	0.17
	8.70 × 10-5

	
	LAG3
	0.48
	2.00 × 10-5
	0.25
	6.40 × 10-9





