1. Supplementary Methods
Live/dead fluorescent staining of Bacterial biofilm
Biofilm were washed with phosphate buffer solution to rinse out non-adherent bacteria. Each sample were stained with 300 μL of physiological saline, 0.3 μL of SYTO9 and 0.3 μL of PI per well for 15 min under light-proof conditions according to the operating instructions. Biofilm 3D images were collected with CLSM. 

Determination of biofilm biomass
Biofilm biomass was tested through Crystalline violet staining method. Each hydroxyapatite slices was transferred to a new 24-well plate, biofilm was stained with 0.1% crystalline violet for 15 min after paraformaldehyde fixed it for 20 min Then the biofilms were washed with PBS and decolorization was performed with ethanol (95% v/v). The ethanol was transferred to a 96-well plate. The value of biofilm biomass was determined by evaluating the absorbance at OD600nm with an enzyme meter. 

Extracellular polysaccharide (EPS) measurement of Bacterial biofilm
Biofilm were washed with phosphate buffer solution to rinse out non-adherent bacteria. Bacteria EPS was tested through the phenol-sulfuric acid method. Briefly, washing with distilled water (40 μL), 6% phenol solution (40 μL diluted in distilled water), and sulfuric acid (97%) after air-drying for 20 min. Then, the plate was incubated for 30 min at room temperature. The quantity of polysaccharides in the biofilm was determined by measuring the absorbance at OD 490nm. 

Standard plate counting assays
Bacterial biofilm on hydroxyapatite slices were transferred to EP tubes containing 1 ml medium for suspension, and vortex mixer was used to shake down the biofilm. The biofilm suspension was cultured on the blood agar plates through gradient dilution method and incubated at 37°C for 48h for CFU counting.

Western blot 
RAW 264.7 cells (1 × 106/well) were pretreated with 30 μg/mL ICG@Uio-66-UBI and P. gingivalis suspension (OD600=0.2) for 0,15,30,60,90min. The protein level of p65, IκBα and TLR4 was quantitively investigated via western blot. In brief, the total protein was obtained in RIPA lysis buffer with PMSF with 30 min. Following a series of standardized procedures, including electrophoresis, membrane transfer, blocking, and incubation with primary antibodies (anti-p-p65, anti-p-IκBα, anti-TLR4 ) and HRP-conjugated secondary antibody incubation, the proteins were visualized with an ECL kit by a gel  imaging analysis system. β-actin  and α-tublinwas used as internal control





2.Supporting Tables
Table S1. Oligonucleotide primers used in fluorescent in situ hybridization
	Probes
	Nucleotide Sequence (5'to3')

	S. gordonii ATCC10558
	FITC-5′-ACTGTGCGTTCTACTTGC-3′

	P.gingivalisATCC33277
	Cy3 (Cyanine 3)-5′-GTTTTCACCATCMGTCATC-3′

	F.nucleatumATCC10953
	DEA (diethylaminocoumarin)-5′- CTTGTAGTTCCGCYTACCTC-3′ 




Table S2. Primer sequences used in the antibacterial experiment
	Gene
	Forward Sequence (5' to 3')
	Reverse Sequence (5' to 3')

	16srRA
	AATGTAGATGACTGATGGTGAA
	TGCGCTCGTTATGGCACTTAA

	hagA
	ACAGCATCAGCCGATATTCC
	CGAATTCATTGCCACCTTCT

	hagB
	TGTCGCACGGCAAATATCGCTAAAC
	CTGGCTGTCCTCGTCGAAAGCATAC

	Kgp
	AGCTGACAAAGGTGGAGACCAAAGG
	TGTGGCATGAGTTTTTCGGAACCGT

	RgpA
	CTGCGAGCGGTATTAGTGGT
	CTACCAGCCCGTTTCCAACT

	RgpB
	TCGGGACAAGTGTACGAACG
	AACCAGTCTTGGGCTTCTCC



Table S3. Primer sequences used in this study
	Gene
	Forward Sequence (5' to 3')
	Reverse Sequence (5' to 3')

	β-actin
	CATCCGTAAAGACCTCTATGCCAAC
	ATGGAGCCACCGATCCACA

	IL-1β
	TCCAGGATGAGGACATGAGCAC
	GAACGTCACACACCAGCAGGTTA

	IL-6
	CCACTTCACAAGTCGGAGGCTTA
	CCAGTTTGGTAGCATCCATCATTTC

	iNOS
COX-2
	CGGCAAACATGACTTCAGGC
TTCCAATCCATGTCAAAACCGT
	GCACATCAAAGCGGCCATAG
AGTCCGGGTACAGTCACACTT

	TNF-α
	ACTCCAGGCGGTGCCTATGT
	GTGAGGGTCTGGGCCATAGAA
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