

Supplementary Table 1: Allele frequency of genotyped single nucleotide polymorphisms (SNPs) present in the study and in different populations of the 1000 Genomes project
	Gene 
	Genetic variant
	Chromosome position*
	Alleles
	Function 
	EUR **
	AFR**
	AME**
	NSCLC patients

	 
	 
	 
	 
	 
	Ref allele
	Alt allele
	Ref allele
	Alt allele
	Ref allele
	Alt allele
	Ref allele
	Alt allele

	 
	rs76805387
	9:5470775
	T > C
	Intergenic
	T=0.9334
	C=0.0666
	T=0.9970
	C=0.0030
	T=0.981
	C=0.019
	T=1.00 
	C=0.00

	 
	rs4742098
	9:5470497
	A > G
	3'UTR 
	A=0.7008
	G=0.2992
	A=0.8865
	G=0.1135
	A=0.605
	G=0.395
	A=0.76
	G=0.23

	 
	rs147946526
	9:5470356
	A > G,C
	3'UTR 
	A=1.0000
	C=0.0000
	A=1.0000
	C=0.0000
	A=0.988
	C=0.012
	A=1.00
	C=0.00

	 
	rs10217310
	9:5470242
	G > T
	3'UTR 
	G=1.0000
	T=0.0000
	G=0.8495
	T=0.1505
	G=0.983
	T=0.017
	G=1.00
	T=0.00

	 
	rs7864231
	9:5469669
	G > A
	3'UTR 
	G=0.9970
	A=0.0030
	G=0.8359
	A=0.1641
	G=0.980
	A=0.020
	G=1.00
	A=0.00

	 
	rs41280725
	9:5469654
	C > T 
	3'UTR 
	C=0.9851
	T=0.0149
	C=1.0000
	T=0.0000
	C=0.993
	T=0.007
	C=1.00
	T=0.00

	PD-L1
	rs573692330
	9:5469493
	A > G
	3'UTR 
	A=1.0000
	G=0.0000
	A=1.0000
	G=0.0000
	A=0.999
	G=0.001
	A=1.00
	G=0.00

	 
	rs1011769981
	9:5468898
	G > A
	3'UTR 
	NA
	NA
	NA
	NA
	NA
	NA
	G=1.00
	A=0.00

	 
	rs41280723
	9:5468647
	T > C
	3'UTR 
	T=0.9751
	C=0.0249
	T=0.9970
	C=0.0030
	T=0.984
	C=0.016
	T=1.00
	C=0.00

	 
	rs138135676
	9:5468535
	T > C
	3'UTR 
	T=1.0000
	C=0.0000
	T=0.9887
	C=0.0113
	T=1.000
	C=0.000
	T=1.00
	C=0.00

	 
	rs4143815
	9:5468257
	G > C
	3'UTR 
	G=0.6700
	C=0.3300
	G=0.9879
	C=0.0121
	G=0.575
	C=0.425
	G=0.72
	C=0.28

	 
	rs2297136
	9:5467955
	G > A
	3'UTR 
	G=0.4533
	A=0.5467
	G=0.3419
	A=0.6581
	G=0.344
	A=0.656
	G=0.65
	A=0.35

	 
	rs148242519
	9:5467925
	G > A
	3'UTR 
	G=1.0000
	A=0.0000
	G=0.9705
	A=0.0295
	G=0.996
	A=0.004
	G=1.00
	A=0.00

	 
	rs41303227
	9:5467801
	C > T
	Intron 
	C=0.9404
	T=0.0596
	C=0.9879
	T=0.0121
	C=0.984
	T=0.016
	C=1.00
	T=0.00

	 
	rs7041009
	9:5463243
	G > A
	Intron 
	G=0.7117
	A=0.2883
	G=0.4062
	A=0.5938
	G=0.573
	A=0.427
	G=0.73
	A=0.27


*chromosomal position according to GRCh37 genome assembly.
**allele frequency from 1000 Genomes Project.
EUR: European; AFR: African; AMR: Mixed Americans; NA: not available.

