	Traits
	Immune Traits
	Methods
	beta
	se
	pval
	OR 95%CI
	nSNP

	[bookmark: RANGE!A2]Collinsella
	CD25++ CD45RA- CD4 not regulatory T cell Absolute Count
	IVW
	0.278851123
	0.117812827
	0.017937803
	1.32 (1.05-1.66)
	8

	
	
	MR.Egger
	-0.864976994
	0.991213105
	0.416407906
	0.42 (0.06-2.94)
	8

	
	
	Simple.mode
	-0.031183447
	0.32530748
	0.926319619
	0.97 (0.51-1.83)
	8

	
	
	Weighted.median
	0.052587678
	0.172236991
	0.760121208
	1.05 (0.75-1.48)
	8

	
	
	Weighted.mode
	-0.064682155
	0.21894994
	0.776243598
	0.94 (0.61-1.44)
	8

	
	CD64 on CD14- CD16+ monocyte
	IVW
	0.269148473
	0.112608455
	0.016842562
	1.31 (1.05-1.63)
	8

	
	
	MR.Egger
	0.649039976
	0.700359767
	0.389825265
	1.91 (0.48-7.55)
	8

	
	
	Simple.mode
	0.253302041
	0.242764881
	0.331449422
	1.29 (0.80-2.07)
	8

	
	
	Weighted.median
	0.254316371
	0.149660012
	0.08926379
	1.29 (0.96-1.73)
	8

	
	
	Weighted.mode
	0.25048526
	0.238780563
	0.329031955
	1.28 (0.80-2.05)
	8

	LACTOSECAT.PWY (Lactose and Galactose Degradation I)
	CD14+ CD16- monocyte Absolute Count
	IVW
	-0.308904145
	0.087149571
	0.000393316
	0.73 (0.62-0.87)
	10

	
	
	MR.Egger
	-0.221696625
	0.411477492
	0.604701676
	0.80 (0.36-1.79)
	10

	
	
	Simple.mode
	-0.156501289
	0.206198775
	0.467274347
	0.86 (0.57-1.28)
	10

	
	
	Weighted.median
	-0.211506072
	0.125790965
	0.092683482
	0.81 (0.63-1.04)
	10

	
	
	Weighted.mode
	-0.177284044
	0.21489895
	0.430713499
	0.84 (0.55-1.28)
	10

	
	Monocyte Absolute Count
	IVW
	-0.285192192
	0.087205846
	0.001074208
	0.75 (0.63-0.89)
	10

	
	
	MR.Egger
	-0.204331789
	0.411760053
	0.633070638
	0.82 (0.36-1.83)
	10

	
	
	Simple.mode
	-0.160492762
	0.204720637
	0.453201187
	0.85 (0.57-1.27)
	10

	
	
	Weighted.median
	-0.184480221
	0.123870921
	0.136409963
	0.83 (0.65-1.06)
	10

	
	
	Weighted.mode
	-0.160492762
	0.204257571
	0.452210577
	0.85 (0.57-1.27)
	10

	PWY.6892 (Thiazole Biosynthesis I, E. coli)
	CD19 on IgD+ B cell
	IVW
	0.198975284
	0.099431719
	0.045378938
	1.22 (1.00-1.48)
	6

	
	
	MR.Egger
	0.431553191
	0.351558007
	0.286918402
	1.54 (0.77-3.07)
	6

	
	
	Simple.mode
	0.325642332
	0.195366971
	0.156426139
	1.38 (0.94-2.03)
	6

	
	
	Weighted.median
	0.193310266
	0.128260052
	0.131765962
	1.21 (0.94-1.56)
	6

	
	
	Weighted.mode
	0.207209975
	0.152170707
	0.231438229
	1.23 (0.91-1.66)
	6

	
	CD25++ CD45RA- CD4 not regulatory T cell Absolute Count
	IVW
	0.245234647
	0.104822014
	0.019307823
	1.28 (1.04-1.57)
	6

	
	
	MR.Egger
	0.115019219
	0.389616385
	0.782521485
	1.12 (0.52-2.41)
	6

	
	
	Simple.mode
	0.340176478
	0.178377877
	0.114819178
	1.41 (0.99-1.99)
	6

	
	
	Weighted.median
	0.288822965
	0.138337333
	0.036814391
	1.33 (1.02-1.75)
	6

	
	
	Weighted.mode
	0.305914952
	0.142136526
	0.084004522
	1.36 (1.03-1.79)
	6

	
	Central Memory CD8+ T cell %T cell
	IVW
	-0.199610952
	0.099243558
	0.044291243
	0.82 (0.67-0.99)
	6

	
	
	MR.Egger
	-0.234538983
	0.335873398
	0.523458251
	0.79 (0.41-1.53)
	6

	
	
	Simple.mode
	-0.186866532
	0.158830738
	0.29234628
	0.83 (0.61-1.13)
	6

	
	
	Weighted.median
	-0.188823384
	0.125927656
	0.13375454
	0.83 (0.65-1.06)
	6

	
	
	Weighted.mode
	-0.19262014
	0.133935125
	0.209907161
	0.82 (0.63-1.07)
	6

	Ruminococcus_torques
	CCR2 on monocyte
	IVW
	-0.215210936
	0.09621278
	0.025297926
	0.81 (0.67-0.97)
	7

	
	
	MR.Egger
	0.15483581
	0.624623287
	0.81408036
	1.17 (0.34-3.97)
	7

	
	
	Simple.mode
	-0.16343698
	0.214323018
	0.474619969
	0.85 (0.56-1.29)
	7

	
	
	Weighted.median
	-0.160597394
	0.135610353
	0.236311681
	0.85 (0.65-1.11)
	7

	
	
	Weighted.mode
	-0.156798631
	0.215255621
	0.493787714
	0.85 (0.56-1.30)
	7

	
	CD39 on CD39+ CD4+ T cell
	IVW
	0.231833098
	0.1094766
	0.03420474
	1.26 (1.02-1.56)
	7

	
	
	MR.Egger
	0.510374746
	0.618145062
	0.446591293
	1.67 (0.50-5.60)
	7

	
	
	Simple.mode
	0.16359113
	0.206259924
	0.457908807
	1.18 (0.79-1.76)
	7

	
	
	Weighted.median
	0.190634977
	0.150146478
	0.204205768
	1.21 (0.90-1.62)
	7

	
	
	Weighted.mode
	0.160966911
	0.213917114
	0.480235667
	1.17 (0.77-1.79)
	7


Supplementary Table 1. Bacterial Traits in Relation to Pancreatic Cancer Related Immune Traits
