Table S1. The physicochemical properties of bZIP family genes in A. membranaceus.
	Gene ID
	Class
	Number
	MW (KDa)
	pI
	Instability index
	[bookmark: _Hlk142508151]Aliphatic index
	Hydropathicity

	Am01G039490
	A
	331
	37.52
	9.15
	60.95
	69.82
	-0.82

	Am01G011110
	A
	311
	34.80
	5.94
	63.58
	68.71
	-0.84

	Am01G019560
	A
	234
	26.31
	10.19
	52.14
	60.13
	-0.88

	Am02G031340
	A
	245
	27.60
	5.41
	51.57
	74.33
	-0.70

	Am03G036590
	A
	357
	39.72
	8.47
	54.38
	67.79
	-0.86

	Am03G032030
	A
	261
	29.57
	6.94
	53.11
	72.15
	-0.86

	Am03G007910
	A
	427
	46.52
	9.41
	43.01
	66.44
	-0.69

	Am05G024120
	A
	416
	45.71
	9.72
	47.50
	68.65
	-0.80

	Am05G028050
	A
	225
	25.25
	9.52
	61.34
	81.87
	-0.79

	Am07G006110
	A
	319
	35.52
	5.81
	41.84
	69.66
	-0.80

	Am09G018150
	A
	417
	46.06
	8.80
	65.47
	63.79
	-0.78

	Am09G010420
	A
	325
	35.82
	7.90
	60.70
	66.31
	-0.79

	Am09G011020
	B
	798
	86.96
	5.69
	49.24
	65.93
	-0.59

	Am02G026020
	C
	426
	46.11
	5.22
	58.38
	69.34
	-0.66

	Am02G007280
	C
	365
	39.59
	4.89
	35.75
	75.53
	-0.46

	Am03G004490
	C
	288
	31.63
	5.37
	39.50
	65.38
	-0.66

	Am07G016080
	C
	104
	12.17
	11.58
	65.88
	113.37
	-0.38

	Am09G022920
	C
	417
	44.94
	6.78
	56.29
	61.77
	-0.74

	Am01G010600
	D
	457
	51.53
	6.82
	56.19
	79.47
	-0.58

	Am01G039480
	D
	465
	51.59
	6.33
	47.56
	73.94
	-0.50

	Am02G038290
	D
	458
	51.33
	5.72
	53.99
	76.27
	-0.57

	Am02G021010
	D
	511
	57.11
	6.71
	63.71
	76.05
	-0.56

	Am03G035940
	D
	377
	42.16
	6.28
	56.27
	85.46
	-0.57

	Am03G021410
	D
	391
	44.45
	6.63
	55.88
	81.41
	-0.41

	Am04G017510
	D
	440
	49.49
	6.34
	37.05
	76.95
	-0.61

	Am04G018230
	D
	391
	44.34
	6.15
	54.21
	81.61
	-0.51

	Am04G018210
	D
	373
	42.21
	6.14
	51.17
	83.46
	-0.47

	Am05G019090
	D
	499
	54.84
	6.64
	51.87
	79.42
	-0.43

	Am05G037580
	D
	364
	41.71
	5.85
	47.93
	88.68
	-0.37

	Am09G012710
	D
	486
	55.00
	6.90
	58.46
	70.51
	-0.66

	Am09G011360
	D
	461
	51.06
	7.13
	57.61
	72.30
	-0.57

	Am01G037150
	E
	345
	39.41
	5.82
	66.06
	58.78
	-1.14

	Am03G015230
	E
	617
	71.26
	9.20
	46.85
	82.61
	-0.62

	Am04G016040
	E
	362
	40.14
	5.99
	54.56
	81.85
	-0.58

	Am05G021630
	E
	339
	38.55
	6.15
	71.34
	64.75
	-1.01

	Am05G028830
	E
	379
	42.67
	7.86
	63.76
	65.94
	-0.92

	Am06G022710
	E
	350
	38.82
	5.82
	64.15
	70.00
	-0.73

	Am03G034890
	F
	222
	24.70
	8.10
	30.59
	68.06
	-0.75

	Am05G013080
	F
	259
	28.04
	5.88
	36.99
	62.63
	-0.67

	Am01G021190
	G
	334
	35.58
	6.21
	62.39
	47.46
	-0.94

	Am01G021150
	G
	334
	35.58
	6.21
	62.39
	47.46
	-0.94

	Am01G006880
	G
	424
	46.22
	8.89
	51.96
	57.81
	-0.90

	Am01G017880
	G
	410
	44.07
	5.98
	58.58
	54.05
	-0.91

	Am04G010280
	G
	402
	43.01
	6.38
	55.57
	47.64
	-0.96

	Am09G023630
	G
	420
	44.80
	7.22
	51.91
	56.10
	-0.83

	Am03G030310
	H
	331
	36.57
	6.76
	49.11
	60.69
	-0.95

	Am08G008880
	H
	189
	21.43
	9.22
	54.23
	52.65
	-1.27

	Am08G008460
	H
	189
	21.43
	9.22
	54.23
	52.65
	-1.27

	Am01G042740
	I
	434
	47.70
	6.05
	63.18
	53.59
	-0.90

	Am02G000920
	I
	488
	54.40
	6.03
	63.71
	62.58
	-0.86

	Am03G002500
	I
	540
	59.14
	6.45
	68.35
	58.87
	-0.91

	Am03G025050
	I
	375
	40.51
	6.01
	44.79
	55.23
	-0.79

	Am03G011530
	I
	317
	35.21
	6.10
	61.13
	70.25
	-0.68

	Am05G013430
	I
	538
	59.50
	6.59
	63.80
	58.98
	-0.96

	Am07G008440
	I
	327
	36.18
	7.09
	54.52
	60.92
	-0.83

	Am09G018040
	J
	492
	54.86
	8.57
	76.50
	65.87
	-0.83

	Am02G022800
	K
	281
	32.57
	4.95
	67.79
	78.43
	-0.46

	Am02G023040
	K
	281
	32.57
	4.95
	67.79
	78.43
	-0.46

	Am01G023150
	S
	169
	19.95
	10.56
	64.10
	68.64
	-0.99

	Am01G029110
	S
	210
	23.82
	7.25
	57.51
	69.19
	-0.91

	Am01G017430
	S
	164
	19.12
	6.59
	54.98
	80.73
	-0.89

	Am02G003660
	S
	148
	17.57
	9.34
	61.48
	66.55
	-0.89

	Am02G001160
	S
	148
	17.08
	7.77
	48.76
	63.24
	-0.69

	Am02G028700
	S
	143
	16.44
	8.01
	52.79
	82.59
	-0.68

	Am03G002860
	S
	137
	15.77
	7.82
	52.76
	64.82
	-0.92

	Am03G000950
	S
	156
	17.56
	7.98
	40.87
	86.99
	-0.58

	Am03G007200
	S
	138
	15.93
	9.62
	65.36
	84.06
	-0.66

	Am04G004840
	S
	166
	19.11
	6.74
	67.85
	72.83
	-0.72

	Am04G016280
	S
	197
	22.68
	5.56
	59.79
	71.22
	-0.79

	Am05G013870
	S
	158
	17.94
	6.13
	56.15
	78.29
	-0.58

	Am05G029890
	S
	163
	18.41
	5.59
	54.39
	60.98
	-0.79

	Am07G004030
	S
	201
	23.41
	5.23
	64.17
	71.79
	-0.92

	Am09G020270
	S
	147
	16.66
	6.32
	55.02
	92.99
	-0.55

	Am09G008470
	S
	198
	22.96
	6.44
	80.02
	67.88
	-0.90




Table S2. Ka/Ks values of paralogous bZIP gene pairs in A. membranaceus
	Gene pair
	Ka
	Ks
	Ka/Ks

	Am01G039490-Am02G019120
	0.49
	NaN
	[bookmark: _Hlk144130386]NaN*

	Am01G010600-Am03G035940
	0.10
	0.70
	0.15

	Am01G011110-Am03G036590
	0.19
	1.29
	0.15

	Am01G023150-Am03G007200
	0.57
	4.56
	0.12

	Am01G017880-Am04G010280
	0.10
	0.60
	0.17

	Am01G023150-Am04G004840
	0.19
	0.96
	0.20

	Am01G037150-Am05G021630
	0.18
	0.85
	0.22

	Am01G039480-Am05G019090
	0.15
	0.54
	0.28

	Am01G037150-Am06G022710
	0.32
	NaN
	NaN

	Am01G029110-Am09G008470
	0.63
	3.01
	0.21

	Am01G039490-Am09G018150
	0.44
	2.34
	0.19

	Am01G010600-Am09G011360
	0.20
	3.95
	0.05

	Am02G000920-Am03G002500
	0.21
	0.82
	0.25

	Am02G001160-Am03G002860
	0.32
	1.94
	0.17

	Am02G001160-Am03G000950
	0.40
	2.91
	0.14

	Am02G003660-Am03G007200
	0.27
	0.96
	0.28

	Am02G007280-Am03G004490
	0.23
	0.89
	0.26

	Am02G019120-Am09G018150
	0.25
	1.23
	0.20

	Am02G026020-Am09G022920
	0.21
	0.72
	0.28

	Am02G028700-Am09G020270
	0.15
	1.08
	0.14

	Am02G021010-Am09G012710
	0.11
	0.51
	0.22

	Am03G000950-Am03G002860
	0.39
	NaN
	NaN

	Am03G015230-Am04G018210
	0.20
	0.83
	0.24

	Am03G007200-Am04G004840
	0.50
	2.54
	0.20

	Am03G000950-Am05G013870
	0.22
	0.98
	0.22

	Am03G007910-Am05G024120
	0.33
	2.04
	0.16

	Am03G002500-Am05G013430
	0.40
	2.90
	0.14

	Am03G002860-Am05G013870
	0.38
	3.50
	0.11

	Am03G015230-Am05G037580
	0.42
	1.80
	0.23

	Am03G004490-Am07G016080
	0.30
	NaN
	NaN

	Am04G018210-Am05G037580
	0.42
	3.42
	0.12

	Am04G016280-Am09G008470
	0.35
	1.79
	0.20

	Am05G021630-Am06G022710
	0.29
	2.52
	0.12

	Am07G004030-Am09G008470
	0.20
	1.09
	0.18

	Am08G008460-Am08G008880
	0.00
	0.00
	NaN


*NaN: Not a number


Table S3. The sequences of primers used in qRT-PCR analysis
	Gene IDs
	Forward primer (5′-3′)
	Reverse primer (5′-3′)

	Am09G020270.1
	GGTACAATCGACGACAGG
	TAGCGGCTTCGGTTTCA

	Am05G029890.1
	CAGCACGTAGATCAAGGA
	CCATCTGAACCCTAAGAATA

	Am05G037580.1
	TGAGCCAGAACATAGGAG
	GCAGAAGCCAAGTCATTAG

	Am03G034890.1
	GTGAGGAAACTACAAGGGAA
	GATGAAAGCATGGCAAAT

	Am05G013870.1
	TCTCGGATGAGGAAACAG
	CATGTAGGACAAAGGGTTG

	Am04G004840.1
	TCTGCTATTCCCTCTTCCG
	TCATTCGCCTCAGCTTTC

	Am03G002860.1
	TCTCGGATGAGAAAGCAG
	AGCCTCCACATTCAAATAG

	Am01G042740.1
	CGGTTACTCACCTACTGGAA
	GCACGCCTATGACCTCTGT

	Am03G021410.1
	TTTCTTGTGGATTGGTGGTT
	TTTCCTGCCGTAGATGGT

	Am02G026020.1
	CATCACGACTCCTCCAACA
	GATATTCATCCGAATCAACG

	Am02G007280.1
	CGGTAGTGATAATCAAGGTAAG
	GTTGGCTGGCATCTGTAA

	Am05G028050.1
	GGCGTCGTCTAAGGTTGT
	GGTTGAGGGTTTGGTGTC

	Am01G017880.1
	CAGCTACGTCACAGGAGCAA
	CGAAGCATCCGCAATACC

	Am04G018210.1
	TGGATCGGAGGATCTCGT
	GCAGCAGCCATCTGAAAC

	Am07G006110.1
	ATTCAATACCAACTCCCTTCA
	CGAGCAGCAGATTCCCTA

	Am03G032030.1
	AGAGGAGGCTGAGGAGGA
	CAATGAATCTGGCGGTAA

	AmActin8
	TTATTGGGCGACCACGAC
	TGTTGGCTTTGGGATTGA



