Table S1. Quantitative real-time PCR primers used in this study
	Gene
	Primer sequence(5’-3’)

	
	Forward
	Reverse

	ANXA11
	GAGATAAAGGAAGCCATCAAGG
	CTCTGTTTAATTCTCGGATGTGC

	GAPDH
	CACTCCTCCACCTTTGACGC
	CTGTTGCTGTAGCCAAATTCGT


Table S2. The ANXA11 siRNA sequence 
	
	siRNA sequence

	
	Sense(5’-3’)
	Antisense(3’-5’)

	hANXA11-1020
	CCAGUCCUCUUUGACAUUUAUTT
	AUAAAUGUCAAAGAGGACUGGTT

	hANXA11-1475
	CGUGGUGAAAUGUCUCAAGAATT
	UUCUUGAGACAUUUCACCACGTT

	hANXA11-543
	CCCUCCAGGAUGCCCUCAUAUTT
	AUAUGAGGGCAUCCUGGAGGGTT

	Negtive control
	UUCUCCGAACGUGUCACGUTT
	ACGUGACACGUUCGGAGAATT


Table S3. Association of ANXA11 expression with clinicopathological characteristics of OSCC
	Clinicopathological
	Number
	ANXA11 expression
	P value

	
	
	Low(36)
	High(124)
	

	Age(years)

	≥60
	76
	17
	59
	0.999985514

	<60
	84
	19
	65
	

	Sex

	Male
	105
	22
	83
	[bookmark: OLE_LINK6][bookmark: _GoBack]0.93617359

	Female
	55
	14
	41
	

	[bookmark: OLE_LINK1]Histological grade

	G1+G2
	110
	34
	76
	[bookmark: OLE_LINK2]0.02554524

	G3
	50
	2
	48
	

	[bookmark: OLE_LINK5]TNM stage

	Ⅰ/Ⅱ
	77
	27
	50
	0.03777211

	Ⅲ/Ⅳ
	83
	9
	74
	

	[bookmark: OLE_LINK4]Local lymph node metastasis

	N0
	111
	34
	77
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	N1-N3
	49
	2
	47
	






