[bookmark: _Hlk133183756]Figure S1. MR-Egger estimates of significant results from HOA, KOA, and Overall OA on cortical SA and TH. (a) Scatter plots from genetically predicted Overall OA on SA of pars isthmuscingulate; (b) Funnel plot from genetically predicted Overall OA on SA of pars isthmuscingulate; (c) Leave-one-out plot from genetically predicted Overall OA on SA of pars isthmuscingulate;  (d) Forest plots from genetically predicted Overall OA on SA of pars isthmuscingulate;
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Figure S2. Scatter plots of nominal significant estimates from genetically predicted Overall OA on (a) global weighted TH of the supramarginal; (b) global weighted TH of the pars parstriangularis; (c) without global weighted TH of the pars isthmuscingulate; (d) global weighted SA of parstriangularis; (e) global weighted SA of the inferiortemporal ; (f) global weighted SA of the caudalmiddlefrontal; (g) global weighted SA of the supramarginal; (h) without global weighted SA of the rostralanteriorcingulate; (i) without global weighted SA of the parstriangularis ; (j) without global weighted SA of the paracentral; (k) without global weighted SA of the isthmuscingulate; (l) without global weighted SA of the frontalpole.
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Figure S3. Scatter plots of nominal significant estimates from genetically predicted HIP OA on (a) global weighted SA of the parsopercularis; (b) without global weighted TH of the pars precentral;
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Figure S4. Scatter plots of nominal significant estimates from genetically predicted Keen OA on (a) without global weighted TH of the lateralorbitofrontal; (b) without global weighted TH of the pars medialorbitofrontal; (c)global weighted TH of the pars lateralorbitofrontal; (d) global weighted TH of medialorbitofrontal; (e) global weighted TH of the middletemporal.
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Figure S5. Funnel plots of nominal significant estimates from genetically predicted Overall OA on (a) global weighted TH of the supramarginal; (b) global weighted TH of the pars parstriangularis; (c) without global weighted TH of the pars isthmuscingulate; (d) global weighted SA of parstriangularis; (e) global weighted SA of the inferiortemporal ; (f) global weighted SA of the caudalmiddlefrontal; (g) global weighted SA of the supramarginal; (h) without global weighted SA of the rostralanteriorcingulate; (i) without global weighted SA of the parstriangularis ; (j) without global weighted SA of the paracentral; (k) without global weighted SA of the isthmuscingulate; (l) without global weighted SA of the frontalpole.
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Figure S6. Funnel plots of nominal significant estimates from genetically predicted HIP OA on (a) global weighted SA of the parsopercularis; (b) without global weighted TH of the pars precentral;
[image: ]Figure S7. Funnel plots of nominal significant estimates from genetically predicted Keen OA on (a) without global weighted TH of the lateralorbitofrontal; (b) without global weighted TH of the pars medialorbitofrontal; (c)global weighted TH of the pars lateralorbitofrontal; (d) global weighted TH of medialorbitofrontal; (e) global weighted TH of the middletemporal.
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Figure S8. Leave-one-out plots of nominal significant estimates from genetically predicted Overall OA on (a) global weighted TH of the supramarginal; (b) global weighted TH of the pars parstriangularis; (c) without global weighted TH of the pars isthmuscingulate; (d) global weighted SA of parstriangularis; (e) global weighted SA of the inferiortemporal ; (f) global weighted SA of the caudalmiddlefrontal; (g) global weighted SA of the supramarginal; (h) without global weighted SA of the rostralanteriorcingulate; (i) without global weighted SA of the parstriangularis ; (j) without global weighted SA of the paracentral; (k) without global weighted SA of the isthmuscingulate; (l) without global weighted SA of the frontalpole.
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Figure S9. Leave-one-out plots of nominal significant estimates from genetically predicted HIP OA on (a) global weighted SA of the parsopercularis; (b) without global weighted TH of the pars precentral;
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Figure S10. Leave-one-out plots of nominal significant estimates from genetically predicted Keen OA on (a) without global weighted TH of the lateralorbitofrontal; (b) without global weighted TH of the pars medialorbitofrontal; (c)global weighted TH of the pars lateralorbitofrontal; (d) global weighted TH of medialorbitofrontal; (e) global weighted TH of the middletemporal.
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Figure S11. Forest plots of nominal significant estimates from genetically predicted Overall OA on (a) global weighted TH of the supramarginal; (b) global weighted TH of the pars parstriangularis; (c) without global weighted TH of the pars isthmuscingulate; (d) global weighted SA of parstriangularis; (e) global weighted SA of the inferiortemporal ; (f) global weighted SA of the caudalmiddlefrontal; (g) global weighted SA of the supramarginal; (h) without global weighted SA of the rostralanteriorcingulate; (i) without global weighted SA of the parstriangularis ; (j) without global weighted SA of the paracentral; (k) without global weighted SA of the isthmuscingulate; (l) without global weighted SA of the frontalpole.
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Figure S12. Forest plots of nominal significant estimates from genetically predicted HIP OA on (a) global weighted SA of the parsopercularis; (b) without global weighted TH of the pars precentral;
[image: ]
Figure S13. Forest plots of nominal significant estimates from genetically predicted Keen OA on (a) without global weighted TH of the lateralorbitofrontal; (b) without global weighted TH of the pars medialorbitofrontal; (c)global weighted TH of the pars lateralorbitofrontal; (d) global weighted TH of medialorbitofrontal; (e) global weighted TH of the middletemporal.
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