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Table 1 Number of regenerated plants from protoplasts of the fused treatment and their estimated genome composition by flow cytometry.



AABB AABBCC AABBCCCC CC CCCC CCCCCC



B. juncea  TK (AABB)
+ 39 (11) 16 0 0 5 2 8 1



B. oleracea 'Snow Crown' (CC)
a(Number of regenerated plants / Number of calluses)×100.
bPlants with mean peak values of 6114 and 6320 were determined to have CC genomes, plants with peak values of 11102 to 12576 to have CCCC genomes,  plants with
peak values of 15991 to have CCCCCC genomes, and plants with peak values of 20370 to 21324 to have AABBCCCC genomes using flow cytometry (The mean values of
TK and ‘Snow Crown’ were 9225 and 6100, respectively.) (see Table S1).
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Table 1 

Number of regenerated plants from protoplasts of the fused treatment and their estimated genome composition by flow cytometry.

AABB AABBCC AABBCCCC CC CCCC CCCCCC

B. juncea

 TK (AABB)

+ 39 (11) 16 0 0 5 2 8 1

B. oleracea 

'Snow Crown' (CC)

a

(Number of regenerated plants / Number of calluses)×100.

b

Plants with mean peak values of 6114 and 6320 were determined to have CC genomes, plants with peak values of 11102 to 12576 to have CCCC genomes,  plants with

peak values of 15991 to have CCCCCC genomes, and plants with peak values of 20370 to 21324 to have AABBCCCC genomes using flow cytometry (The mean values of

TK and ‘Snow Crown’ were 9225 and 6100, respectively.) (see Table S1).
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Table 2 Performance of seed set by cross- and self-pollination of Line 1 and the genome composition in the progenies.



AABBCC AABBCCCC



Line 1 (AABBCCCC) × TK (AABB) 50 32 64.0 44 8 8 0



Line 1 (AABBCCCC) self-pollination 49 2 4.1 2 1 0 1
aUsing flow cytometry, plants with mean peak values of 21641 were determined to have AABBCCCC genomes, and plants with peak values of 15082-16022 to have AABBCC genomes (see Table S1).
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Table 2

 Performance of seed set by cross- and self-pollination of Line 1 and the genome composition in the progenies.

AABBCC AABBCCCC

Line 1 (AABBCCCC) × TK (AABB) 50 32 64.0 44 8 8 0

Line 1 (AABBCCCC) self-pollination 49 2 4.1 2 1 0 1

a

Using flow cytometry, plants with mean peak values of 21641 were determined to have AABBCCCC genomes, and plants with peak values of 15082-16022 to have AABBCC genomes (see Table S1).
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Table 3 Performance of self-pollination of the Line1_BC with AABBCC genome by CO2 treatment.



Plants
Number of



pollinated flowers
Number of pods
containing seeds



Number of seeds
Percentage of pod set



(%)
Line1_BC 3 26 9 9 34.6



Line1_BC 4 6 4 5 66.7



Line1_BC 5 21 14 22 66.7



Line1_BC 8 19 16 55 84.2



Line1_BC 9 18 17 46 94.4
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Table 4 Comparison of morphological characteristics among TK, ‘Snow Crown’ and AABBCC



Cultivars / Line Leaf length
(cm)



Leaf width
(cm) Leaf shape indexa Leaf weight



 (g)
Crown width



(cm)
Germination rate



(%)
TK 37.8b ± 2.4 ab 22.0 ± 4.6 abc 1.8 ± 0.26 a 37.2 ± 13.1 bc 76.4 ± 13.2 abc 100



‘Snow Crown’ 18.6 ± 2.0 d 14.8 ± 1.4 c 1.3 ± 0.015 bc 12.6 ± 4.5 c 43.5 ± 2.7 c 100
Line1_BC_self 41.4 ± 2.0 a 29.8 ± 1.2 a 1.4 ± 0.038 b 104.7 ± 8.2 a 95.6 ± 3.6 a 93.8
Line3_BC_self 34.4 ± 1.5 bc 27.0 ± 0.94 ab 1.3 ± 0.035 bc 73.1 ± 6.1 b 85.5 ± 3.1 ab 83.3



a Leaf length / Leaf width
bValues indicate means±SE , and values with the same letter are not significantly different by Tukey-Kramer test at the 5% level
 (n = 2 in TK and ‘Snow Crown’, n = 14-21 in AABBCC).
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